SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 1 of 60 



SCORE Search Results Details for Application 
| 10001938 and Search Result us-10-001-938-1. 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
l.rai. 

start 

Go Back to pre* 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 



Title: US-10-001-938-1 
Perfect score: 76 



Sequence : 



1 QDYYEILGVSKTAEE 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 



650591 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB . pep : * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 
2 



76 100.0 
76 100.0 



131 2 US-09-553-498-4 
131 2 US-09-618-869-4 



Sequence 4, Appli 
Sequence 4 , Appli 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
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start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

US-10-001-938-1 
76 

1 QDYYEILGVSKTAEE 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications__AA_Main: * 

1 : /EMC_Celerra__SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_CelerrajSIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB . pep : * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB ID 



Description 



1 

2 
3 



76 100.0 
76 100.0 
76 100.0 



15 4 US-10-001-938-1 
376 4 US-10-369-493-689 
376 6 US-11-080-458-32 



Sequence 1, Appli 
Sequence 689, App 
Sequence 32, Appl 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
l.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-1. rapbn. 

start 

Go Back to previous paq 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-001-938-1 
76 

1 QDYYEILGVSKTAEE 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Pub 1 i s h e d_App 1 i c a t i o n s_AA__Ne w : * 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC__Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 
_SIDS3/ptodata/2/pubpa 



a/US09_NEW_PUB.pep: * 
a/US06_NEW_PUB.pep: * 
a/US07_NEW_PUB.pep: * 
a/US08_NEW_PUB.pep: * 
a/PCT_NEW_PUB . pep : * 
a/US10_NEW_PUB.pep: * 
a/US 11_NEW_PUB. pep : * 
a/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-10 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
lO.rai. 

start 

Go Back to pre* 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 

US-10-001-938-10 
78 

1 KDYYQTLGLARGASD 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_C0MB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



78 100.0 
78 100.0 



340 1 US-08-974-546-5 
340 2 US-09-949-016-6691 



Sequence 5, Appli 
Sequence 6691, Ap 
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SCORE Search Results Details for Applicatior 

10001938 and Search Result us-10-001-938 

10-rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
lO.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 



Title: US-10-001-938-10 
Perfect score: 78 

Sequence: 1 KDYYQTLGLARGASD 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBC0MB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No . Score Match Length DB 



ID 



Description 



78 100.0 



15 



US-10-001-938-10 



Sequence 10, Appl 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

lO.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-10. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title: US-10-001- 938-10 

Perfect score: 78 
Sequence : 



1 KDYYQTLGLARGASD 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 



/US 0 9_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US 0 7_NEW_PUB . pep : 
/US 0 8_NEW__PUB .pep: 
/PCT_NEW_PUB . pep : * 
/US 1 0_NEW_PUB . pep : 
/US11_NEW_PUB . pep : 
/US 60_NEW_PUB . pep : 



★ 
★ 

* 
★ 
* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
ll.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:37:25 ; Search time 14.6053 Seconds 

(without alignments) 
89.896 Million cell updates/sec 

US-10-001-938-11 
80 

1 TTYYDVLGVKPNATQ 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC__Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No . 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



80 
80 



100.0 
100.0 



102 2 US-09-513-999C-5137 
127 2 US-09-370-838-199 



Sequence 5137 , Ap 
Sequence 199, App 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
ll.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:58:51 ; Search time 63.3553 Seconds 

(without alignments) 
109.671 Million cell updates/sec 

Title : US-10-001-938-11 
Perfect score: 80 

Sequence: 1 TTYYDVLGVKPNATQ 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 2097797 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: 

6 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 80 100.0 15 4 US-10-001-938-11 Sequence 11, Appl 
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Sequence 
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Sequence 
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/IOC 


-115- 
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Sequence 
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sequence 
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188229 


sequence 
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A O /I 


-599- 


205273 


sequence 


O A C O T O 

ZUoZ 16, 
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-115- 


244815 


Sequence 


O A A O 1 C 
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-115- 
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Sequence 


1 AT A 1 A 

19197 4 , 


/IOC 
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Sequence 


CL~} C\ £L C TV 

oiUob, A 


/IOC 
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63612 


Sequence 
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Sequence 
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Zo / bU / , 


/IOC 


-115- 


220432 


sequence 


O O A A O O 

ZzU4 JZ , 


/l O /I 
H Z 4 
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Sequence 


O /I 1 1 £ c 

Z4 / loo , 


/IOC 

425 


-115- 


327744 


Sequence 


O O T T >1 /I 

327 /44 , 


/IOC 

4 Z 0 


-115- 


336842 


Sequence 


jj bo 4Z , 


"7 CI 
10 1 


-701- 


32479 


C /^ /V^ ^ /^ y« 

bequence 


O O /I 7 Q T\ 

oz fi / y , a 


1 a 1 
10 1 


-701- 


44451 


C y» /V^ ^ /K /^ 

bequence 


A A A C 1 TA 
4 4 4 D 1 , A 


A Q £ 

u y b 


-568A-16365 


sequence 


1 C O C C T\ 

1 bobo , A 


/IOC 

425 


-114- 


61161 


Sequence 


61161, A 


425 


-115- 


298432 


Sequence 


298432, 


765 


-205- 


32 


Sequence 


32, Appl 


347 


-669- 


32 


Sequence 


32, Appl 


425 


-115- 


228357 


Sequence 


228357, 


425 


-114- 


73013 


Sequence 


73013, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

ll.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-11. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:45:07 ; Search time 3.55263 Seconds 

(without alignments) 
48.831 Million cell updates/sec 



Title: US-10-001-938-11 
Perfect score: 80 

Sequence: 1 TTYYDVLGVKPNATQ 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



1 
2 
3 
4 
5 
6 
7 
8 



Published_Applications_AA_New: * 

SIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US10_NEW_puB.pep:* 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep: * 



/EMC_Celerra_ 

/EMC_Celerra_ 

/EMC_Celerra_ 

/EMC_Celerra_ 

/EMC_Celerra_ 

/EMC_Celerra 

/EMC_Celerra_ 

/EMC Celerra 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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» 

No. Score Match Length DB ID Description 
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O C O O t\ _ 

/ 62 / , Ap 
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A 1 

4 7 
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TTC 
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Q C O 

953- 
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sequence 
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7 A A 
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6 


TTp 

us- 


7 A 

10- 


fir 7 

953- 


O /I A 

34 9- 


O O O 7 yl 

28214 


Sequence 


O O O 7 /I TV 

28214, A 


1 O 
1 J 


A O 
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DO 


Q 
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1 Q1 

i y i 


D 


T TO 

us- 


1 n 
1U- 


y oo— 


*3 /I Q 

y- 


00010 
zoZl J 


sequence 


0 0 0 1 0 7\ 

Z 0 Z 1 6 , A 


1 4 


A 0 
4 o 


0 


p 




D 


TTO 

us— 


1 U — 


on — 


y o / — 


O C /IT 

Z 5 4 / 


sequence 


OC/17 7\ ,~ 

Z 5 4 / , Ap 


1 C 
1 5 


/i o 
42 


c o 
5Z 


. 5 




D 


T TO 

us- 


1 A 

10- 


Q C O 

y oo- 


O yl A 

o4 y- 


1 yl A £T 

14Ub 


Sequence 


1 yl A C t\ 

1 4 U b , Ap 


1 6 


yi o 

42 


c o 

52 


. 5 


A C C 

456 


6 


T TO 

US- 


1 A 

10- 


A C O 

953- 


O yl A 

34 9- 


7 yl A C 

1405 


Sequence 


7 yl A C 7\ h 

1405, Ap 


1 O 

17 


4 1 


51 


. 2 


95 


6 


T TO 

us- 


7 A 

10- 


A C O 

953- 


O /I A 

34 9- 


O 7 A O A 

31080 


Sequence 


O 7 A O A TV 

31080, A 


1 O 

18 


4 1 


51 


. 2 


o o o 

333 


6 


T TO 

US- 


7 A 

10- 


A C O 

953- 


O yl A 

349- 


A O ^ O 

2863 


Sequence 


A O O 7\ M, 

28 63, Ap 


1 A 

1 9 


4 1 


51 


. 2 


O *3 O 

333 


6 


T TO 

us- 


7 A 

10- 


A C O 

953- 


O /I A 

34 9- 


1 1 0 a n 
11247 


/t «^#t1 • -1 n 

Sequence 


7 1 O yl O 7v 

1124 / , A 


o n 
2 U 


4 U 


50 


. U 


■too 
19 9 


D 


T TO 

us- 


1 A 

iu- 


Q C O 

953- 


O yl A 

34 9- 


01 1 c 

yiib 


Sequence 


A 1 1 C 7v 

y 1 1 b , Ap 


O 7 

2 1 


a a 

4 0 


50 


. 0 


24 8 


6 


T TO 

US- 


7 A 

10- 


A C O 

953- 


o yl A 

34 9- 


A 7 7 C 

9115 


Sequence 


A 7 7 C iv — 

9115, Ap 


22 


A O 

4 0 


50 
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C A A 
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6 
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10- 


o c o 

953- 


O A A 

34 9- 


1 "7 A yi 0 

17843 


Sequence 


"1 "7 A A O Tt 

17843, A 


o o 
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1 A 1 
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6 
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A C O 
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Sequence 
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34839, A 
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3 9 


/I o 
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T A O 
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6 


Tin 
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A C O 
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o yl A 
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Sequence 


O/IOOO TV 

34838, A 


o c 

2 5 
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48 
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7 A C 
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6 


T T O 
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7 A 

10- 


A C O 

953- 


7 /| ft 

34 9- 


O yl O O "7 

3483 / 


Sequence 


0 yl 0 0 O t\ 

3483 / , A 


o /* 

2 6 


o o 

39 


yi o 

48 


. 8 
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6 


US- 


10- 


O IT O 

953- 


o yi o 

349- 


Ol IT O O 

31537 


Sequence 


O 1 C O *7 TV 

31537, A 


27 


o o 

39 


A O 

48 


. 8 


o o o 

223 


6 


US- 


10- 


o c o 

953- 


O A f\ 

349- 
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Sequence 


ft c yi 1 t\ 

9541, Ap 
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48 
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6 
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A C O 

953- 
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34 9- 
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Sequence 
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7 A 

10- 


A C O 

953- 


O yl Q 

34 9- 


O 7 C O C 

3153b 


Sequence 
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/I /I C O tv „ 

4 4 63, Ap 


4 1 


O O 

37 


A tl 

4 6 


. 2 


367 


6 


T TO 

US- 


7 A 

10- 


A C O 

953- 


O yl A 

34 9- 


yl yl y- O 

44 62 


Sequence 


yl yl ^ 0 Tt — 

4 4 62, Ap 


A O 

42 


37 


a r 

46 


. 2 


o o c 

395 


6 


Tin 

US- 


10- 


C 1 1 

511- 


o o o 

937- 
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yi 0 0 0 
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Sequence 
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1 0 c yl 
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Sequence 


1 ft C A 7\ 

1054, Ap 


53 


34 
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.5 


282 
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953- 


349- 


14698 


Sequence 


14698, A 


54 


34 


42 


.5 


389 


7 


us- 


11- 


122- 


986- 


185 


Sequence 


185, App 


55 


34 


42 


.5 


389 


7 


us- 


11- 


122- 


986- 


187 


Sequence 


187, App 


56 


33.5 


41 


.9 


194 


6 


us- 


10- 


953- 


349- 


7966 


Sequence 


7966, Ap 


57 


33.5 


41 


.9 


200 


6 


us- 


10- 


953- 


349- 


7965 


Sequence 


7965, Ap 


58 


33 


41 


.2 


138 


6 


us- 


10- 


953- 


349- 
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Sequence 


20728, A 


59 


33 


41 
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6 
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8299, Ap 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

12.rai. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-12. rai. 

start 

Go Back to previous p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 



Title: US-10-001- 938-12 

Perfect score: 86 

Sequence: 1 KKAYRRKALQWH PDK 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra__SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_CelerrajSIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB.pep: * 
/ptodata/2/iaa/7_COMB.pep:* 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB.pep:* 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 
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7 , Appl i 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 

12-rapbm, 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
12.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 



Title: US-10-001-938-12 
Perfect score: 86 
Sequence : 



1 KKAYRRKALQWHPDK 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USl0B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



86 100.0 



15 



US-10-001-938-12 



Sequence 12, Appl 
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50 
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70 
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81 
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b 
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US- 


7 7 
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CCOtv oaoqi 

-568A-20391 
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OAOQI 7V 

Z U3 y 1 , A 


C 1 

51 


~7 A 

70 


O 7 

81 


/I 

. 4 


/I O A 

4 30 


b 
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US- 


7 7 
11- 


A A C 

•096 


C /T O TV OCOCO 

-568A-258 63 


s equence 


o e o c o t\ 
Z 5o b3 , A 


52 


70 


O 7 

81 


. 4 


/I /l o 

4 48 


yi 

4 
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7 A 
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/I O T 
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r\ 1 nr\"7A"70 

-963-1079 / 3 


sequence 


1 A T Q T O 

iu / y / 3 , 


C A 

53 


T A 

70 


81 


A 

. 4 


A 1 O 

4 /2 


yi 

4 
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7 A 
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A O C 

•425 
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Sequence 


O C T O O 1 

z 5 / z y i / 


C A 

54 


"7 A 

70 


81 


. 4 


/l A T 

4 9/ 


yj 

4 


TTO 
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yi o c 
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55 


68 
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82 


yi 
4 
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O A Q O 1 1 
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68 
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. 1 


1 "7 /I 
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yi 

4 
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7 A 
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57 


68 
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. 1 


C A A 
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6 
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A A *7 

•097 


1/1*3 C A 1 
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Sequence 


C A A 1 TV _ 

5 U U 1 , Ap 


58 


67 


77 


.9 


248 


4 


US- 


10- 


•424 


-599-191917 


Sequence 


191917, 


59 


67 


77 


.9 


273 


4 


US- 


10- 


■437 


-963-157461 


Sequence 


157461, 


60 


67 


77 


.9 


276 


4 


us- 


•10- 


•424 


-599-191915 


Sequence 


191915, 


61 


67 


77 


.9 


276 


6 


us- 


•11- 


•096 


-568A-8289 


Sequence 


8289, Ap 


62 


67 


77 


.9 


289 


4 


us- 


•10- 


•424 


-599-192793 


Sequence 


192793, 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

12,rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-12. rapbn. 

start 

Go Back to previous paq 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:44:08 ; Search time 3.1 Seconds 

(without alignments) 
55.960 Million cell updates/sec 



Title : 

Perfect score 
Sequence : 



US-10-001-938-12 
86 

1 KKAYRRKALQWHPDK 15 



Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

6 : /EMC_CelerraJ3IDS3/ptodata/2/pubpa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 



a/US09_NEW_PUB . pep : * 
a/US06_NEW_PUB .pep : * 
a/US07_NEW_PUB . pep : * 
a/US08_NEW_PUB . pep : * 
a/ PCT_NEW_PUB . pep : * 
a /US 1 0_NEW_PUB . pep : * 
a/USll_NEW_PUB . pep : * 
a/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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NO . 
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Length DB 
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56 


45 


52 


.3 


174 
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Sequence 
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Sequence 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-13. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suqq 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-OC 
13.rai. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 



Title : US-10-001-938-13 
Perfect score: 82 

Sequence: 1 KRAYRRQALRYH PDK 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC__Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB.pep: * 
/ptodata/2/iaa/6_COMB.pep : * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2/iaa/RE_COMB.pep: * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No . 



Score 



Query 

Match Length DB 



ID 



Description 



1 

2 



82 100.0 
82 100.0 



340 1 US-08-974-546-5 
340 2 US-09-949-016-6691 



Sequence 5, Appli 
Sequence 6691, Ap 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
13.rapbm. 
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Go Back to previc 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:45:16 / Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

Title : US-10-001-938-13 
Perfect score: 82 

Sequence: 1 KRAYRRQALRYHPDK 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 2097797 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA__Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB . pep : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 



2 
3 
4 
5 
6 



★ 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 82 100.0 15 4 US-10-001-938-13 Sequence 13, Appl 
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3Z 


c c 
b b 


p n 
oU . 


c 
3 


19 9 
1Z / 


9 

3 


TTC 

Uo — 


n o 

u y— 


P R Zl 

804 


-133- 


199 


sequence 


1 Q O 7\ 

i y y , App 


9 9 
3 3 


bb 


q n 
oU . 


c 
O 


1 O 9 
1Z / 


4 


TTC 

us- 


T A 

iu- 


14 4 


-649A-199 


sequence 


1 Q Q TV y-» *-N 

i y y , App 


9 A 

3 4 


66 


oU . 




1 C A 

loo 


A 

4 


T T C 

us- 


1 A 

iu- 


/IOC 

420 


-115- 


206200 


sequence 


9 A C 9 A A 

ZUbZUU , 


9 c 
3 0 


bb 


Q A 

oU . 


c 
0 


1 C Zl 

104 


4 


T TC 

Uo- 


1 A 

iu- 


A 9 A 

4 Z 4 


-599- 


217994 


sequence 


9 1 9 Q Q Zl 

z i / y y 4 , 


9 C 

3 b 


bb 


q n 
o U . 


c 
O 


9 9 Q 

3Z y 


4 


T TC 

Uo- 


1 A 

iu- 


Zl 9 C 

4 Z 0 


-115- 


319609 


sequence 


91 q cn Q 

3 1 y bu y , 


9 9 
O / 


C C 

b b 


p n 
o U . 


c 
O 


9 9 Zl 

334 


4 


T TC 
U O 


i n 
1 U 


1 

1 bl 


-051- 


134 


sequence 


1 9 Zl 7\r>r> 

1 04 , App 


9 Q 
3 0 


bb 


q n 
oU . 


c 
O 


*3 *3 A 

334 


b 


TTC 

Uo- 


11- 


A Q 9 

uy / 


-143- 


22242 


sequence 


9 9 9 Zl 9 7\ 


9 Q 

3 y 


66 


80 . 


c 
O 


O /I 9 

34 / 


4 


T TC 

us- 


1 A 

1U- 


A Q 9 
43 / 


-963- 


150219 


sequence 


1 C A 9 1 Q 

louziy , 


a a 
4 U 


c c 
b b 


o n 
o U . 


c 
O 


3 0U 


0 


TTC 

us— 


1 A 

1 u - 


9 9 Q 

/ o y 


-930- 


9807 


s equence 


Q P n 9 7\ 

you/, Ap 


A 1 
4 1 


bb 


q n 
o U . 


c 
0 


3 / y 


4 


TTC 

Uo - 


1 A 

iu- 


ICQ 

o by 


-493- 


22783 


sequence 


9 9 9 P 9 7\ 

ZZ / 0 O , A 


A 9 
4 Z 


66 


o n 
oU . 


r 
0 


O Q C 

3y o 


6 


TTC 

us- 


11- 


A 9 O 

u / y 


-463- 


9803 


sequence 


Q Q A *3 Tv n 

y O U 3 , Ap 


/l o 

4 3 


66 


O A 

oU . 


c 

0 


3y / 


3 


T TC 

us- 


A Q 

uy- 


Q 1 O 

y i y 


-039- 


178 


sequence 


1 9 Q 7\ V-NVX 

1 / o , App 


4 4 


66 


Q A 

oU . 


c 

b 


O Q "7 

3y / 


4 


T T C 

us- 


1 A 

iu- 


1 A Q 

lUo 


-260A-3837 


sequence 


9 P 9 9 7\vn 

3o3 / , Ap 


/i c 

4 0 


66 


O A 
O U . 


c 
O 


O Q "7 

3y / 


4 


T TC 

us- 


1 A 

iu- 


A 9 Q 

4 z y 


-223- 


2 


sequence 


9 T\ -r>«n 1 -i 

Z, Appll 


41 b 


bb 


Q A 

oU . 


D 


3y / 


4 


TTC 

Uo- 


i n 
1U- 


Zl 9 Q 

4z y 


-223- 


4 


sequence 


4, Appll 


A 9 
4 1 


66 


Q A 

oU . 


c 
D 


*3 Q 9 

3y / 


c 

O 


TTC 

us- 


i n 
1U- 


Zl 9 9 

4/3 


-127- 


1138 


sequence 


1 1 9 P Ti-r\ 

1 1 3 o , Ap 


A O 

4 8 


66 


O A 


r 
O 


O Q *7 

3y / 


c 
O 


T TC 

us- 


1 A 

iu- 


A 9 9 

4/3 


-127- 


1139 


sequence 


1 1 9 Q 7\v\ 

1 1 3 y , Ap 


4 y 


b b 


p n 
o U . 


c 
D 


9 0 9 

3y / 


0 


T TC 

Uo _ 


1 n _ 

iu- 


Zl 9 9 
4 / o 


-127- 


1140 


sequence 


1 1 A n 7ir% 

1 1 4 U , Ap 


c. n 
0 U 


bb 


Q A 

o U . 


n 
O 


TOT 

3y / 


c 
0 


TTC 

us- 


1 n 

iu- 


Zl 9 9 

4 / o 


-127- 


1143 


sequence 


1 1 4 o , Ap 


0 ± 


b b 


p n 
o U . 


c 
O 


9 Q9 

3y / 


0 


TTC 

U o - 


i n _ 

iu- 


Zl 9 9 
4 / o 


-127- 


1144 


sequence 


11/1/1 7\ r% 

114 4, Ap 


c o 

oz 


66 


O A 

oU . 


O 


3y / 


r 
0 


TTC 

us- 


1 A 

iu- 


A 9 9 

4/3 


-127- 


1145 


Sequence 


114 0, Ap 


c o 
o 3 


66 


O A 

oU . 


c 

O 


O Q 9 

3y / 


c 
O 


TTC 

us- 


1 A 

iu- 


/0b 


-149- 


4727 


sequence 


/I 9 9 9 7\ »-« 

4 / Z / , Ap 


C /l 

o 4 


66 


O A 

oU . 


O 


O ft 9 

3y / 


r 

O 


TTC 

us- 


1 A 

10- 


CO 1 

631 


-467- 


•559 


Sequence 


CCA TV « n 

o o y , App 


c; c 
0 0 


b b 


p n 
o U . 


c 
0 


9 Q 9 

3y / 


0 


T TC 

Uo- 


1 n 
1U- 


b31 


-467- 


•1386 


sequence 


1 9 P C 7Ar\ 

1 o o b , Ap 


c £ 
0 b 


66 


Q A 

oU . 


c 


O Q 9 

3y / 


r 

o 


T TC 

us- 


1 A 

10- 


P 9 O 

o / o 


-556A-155 


sequence 


ICC 7V v^v-s 

100, App 


C 9 

57 


66 


O A 


c 

D 


A A 9 

403 


6 


TTC 

us- 


11- 


A Q 9 

uy / 


-143- 


24405 


Sequence 


9 ^ A A C TV 

Z44U0, A 


58 


66 


80. 


5 


403 


6 


us- 


11- 


097 


-143- 


•41904 


Sequence 


41904, A 


59 


66 


80. 


5 


408 


5 


us- 


10- 


450 


-763- 


•40099 


Sequence 


40099, A 


60 


65 


79. 


3 


51 


4 


us- 


10- 


390 


-472- 


•12 


Sequence 


12, Appl 


61 


65 


79. 


3 


119 


4 


us- 


10- 


389 


-566- 


•776 


Sequence 


776, App 


62 


65 


79. 


3 


171 


4 


us- 


10- 


425 


-115- 


211529 


Sequence 


211529, 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
13-rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-13. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title : 

Perfect score: 
Sequence: 



US-10-001-938-13 
82 

1 KRAYRRQALRYHPDK 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published Application 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC Celerra SIDS3 



s_AA_New : * 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 

/ptodata/2/pubpaa 



/US09_NEW_PUB.pep: * 
/US 0 6_NEW_PUB . pep : * 
/US 0 7_NEW_PUB . pep : * 
/US 08_NEW_PUB . pep : * 
/ PCT_NEW_PUB . pep : * 
/US 1 0_NEW_PUB . pep : * 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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•NT ~ 
JMO . 


•score 


Match 


Length DB 


ID 










Description 


1 

X 


ft 9 


100 


.0 


15 


6 


TTC 


X U — 


A Q A_ 

4 y u — 


OA Q 

y *i y 


— 9 9 
— ZZ 


Sequence 


22, Appl 


9 
Z 




80 


.5 


15 


6 


TTC_ 


x u 


*± y u 






Sequence 


21, Appl 


9 
O 


D O 


80 


.5 


15 


6 


TTC — 

U b 


x u 


*i y u 


y *i y 


-9 9 
Z O 


Sequence 


23, Appl 


A 
H 


D O 


80 


.5 


397 


7 


TTC 


i i 
xx— 


9 Q 9 

z y o— 


oy / 


— 9ft 9*7 
OO O / 


Sequence 


3837, Ap 


C 
O 


69 


75 


.6 


336 


6 


TTC 


x u 


0^9 — 

y oo 


9/1 Q 

o ** y 


—99ft i n 
— O O O X u 


Sequence 


33810, A 


0 


£9 
DZ 


75 


.6 


430 


6 


TTC 


x u 


y o o 


9/1 Q 

o fi y 


_99ftHQ 

— o o o u y 


Sequence 


33809, A 


I 


£1 
D X 


74 


.4 


349 


6 


TTC _ 


x u 


Q 9 — 

y dj 


9 d Q 

o fi y 


- Q/l ft 

y 4 o 


Sequence 


948, App 


Q 

0 


o y 


72 


.0 


199 


6 


tin 

us- 


xu- 


Q C 9 

y o j- 


9 A Q 

34 9 


- y xx o 


Sequence 


9116, Ap 


Q 

y 


Ci Q 

o y 


72 


.0 


248 


6 


TTO 

us- 


xu- 


y oo- 


9 A Q 

34 9 


Q1 1 C 

- y xxo 


Sequence 


9115, Ap 


x u 


o y 


72 


.0 


335 


6 


TTC 


xu— 


Q C O 

y do — 


9 /l Q 

o H y 


9 1 ft 9 

— Z X o z 


Sequence 


2182, Ap 


X X 


O 27 


72 


.0 


343 


6 


TTC — 


XU — 


y oo — 


9/1 Q 

o y 


— 9 1 ft 1 

— Z X 0 X 


Sequence 


2181, Ap 


1 9 
X c. 


^ft 
O O 


70 


.7 


15 


6 


TTC — 
Ub 


x u 


h y u 


Q/l Q 


_ 9 
— O 


Sequence 


3, Appli 


1 9 
X O 


c; ft 

D O 


70 


.7 


530 


6 


TTC 


xu— 


Q C Q 

y Oo— 


9 /l Q 

34 y 


— Z U 0 o 0 


Sequence 


20585, A 


X H 


O / 


69 


.5 


426 


7 


TTC _ 


11 


9 Q 9 — 

z y o — 


oy / 


_ a "7 m 

— 4 / 0 X 


Sequence 


4751, Ap 


X 0 


0 / 


69 


.5 


465 


6 


T TC _ 

Ub - 


xu — 


y Oo — 


9 A Q 

3 4 y 


_ ft n "7 n 

— o U / U 


Sequence 


8070, Ap 


1 C 
X 0 


t; *7 
o / 


69 


.5 


473 


6 


T TO 
Ub - 


1U- 


y oo— 


9 /l Q 

34 y 


Q A C Q 

-ou oy 


Sequence 


8069, Ap 


1 "7 
X / 


c 9 

0 / 


69 


.5 


482 


6 


TTC 

us- 


xu- 


a c 9 
y 0O- 


O /I A 

34 y 


-oUoo 


Sequence 


8068, Ap 


18 


5 6 


68 


.3 


305 


6 


US- 


10- 


A C *i 

953- 


n / n 

34 9 


O O O A T 

-23847 


Sequence 


23847, A 


x y 


5 O 


68 


.3 


420 


6 


lip 

us- 


1 A 

10- 


A C O 

y oo- 


O /I A 

34 9 


1 O T A A 

-13 /U9 


Sequence 


13709, A 


9 a 
ZU 


C A 
54 


65 


.9 


119 


6 


TTC 

US- 


"1 A 

10- 


A C O 

y oo- 


O A A 

34 9 


-Z8161 


Sequence 


28161, A 


9 1 

Z X 


A 
0 4 


65 


.9 


147 


6 


TTC 

US- 


1 A 

xu- 


y Oo- 


9 /l Q 

34 9 


9 Q 1 C A 
-Z O 1 OU 


Sequence 


28160, A 


9 0 
Z Z 


Q A 
0 4 


65 


.9 


155 


6 


T TC 

Ub- 


1 A 

xu- 


Q C 9 

y Oo— 


9 /l Q 

34 9 


OQ1 CQ 

-Z o 10 9 


Sequence 


28159, A 


9 9 

Z 3 


Q A 
0 4 


65 


.9 


190 


6 


T TC 

Ub — 


1 A 

xu- 


y Oo- 


9 /l Q 

34 9 


9 Q 9 1 /l 

-ZoZ X4 


Sequence 


28214, A 


9 /I 

Z 4 


A 
0 4 


65 


.9 


191 


6 


TTC 

us— 


T A 

xu- 


y Oo — 


9 A Q 

34 y 


9 Q 9 1 9 

-Z0ZX3 


Sequence 


28213, A 


Z D 


t; 9 
0 3 


64 


.6 


417 


6 


TTC 

Ub — 


1 A 

xu— 


y o o — 


•5/1 Q 

3 4 y 


1 ^ 9 *7 9 
-X03 / / 


Sequence 


16377, A 


Z 0 


c; 9 
o 3 


64 


.6 


419 


6 


TTC 

Ub — 


1 A 

xu- 


Q R 9 

y Oo — 


9 A Q 

34 y 


-XUO 4 


Sequence 


1054, Ap 


9 9 

z / 


OZ 


63 


.4 


273 


6 


TTC 

Ub - 


1 A 

xu- 


y Oo- 


9 A Q 

34 y 


A A a A 

-44 04 


Sequence 


4464, Ap 


9 q 
Z o 


OZ 


63 


.4 


349 


6 


TTC 

us— 


1 A 

xu- 


y Oo- 


9 /I Q 

34 y 


/l /I £ 9 

-44 o3 


Sequence 


4463, Ap 


9 Q 

z y 


c: 9 
OZ 


63 


.4 


367 


6 


TTC 

us— 


1 A 

xu- 


y Oo- 


9 A Q 

34 y 


/l /l C 9 

-44 oZ 


Sequence 


4462, Ap 


9 a 


R 9 
OZ 


63 


.4 


389 


7 


TTC 

Ub — 


1 1 
11- 


19 9 

xzz- 


yob 


-Xo5 


Sequence 


185, App 


31 


oZ 


63 


.4 


389 


7 


TTC 

US- 


11- 


lzz- 


A O ^ 

98 6 


-18 / 


Sequence 


187, App 


9 o 
3Z 


o X 


62 


.2 


189 


7 


TTC 

us- 


1 1 

XI- 


9 Q 9 

z y o- 


£ A~7 

o9 / 


-4550 


Sequence 


455 6, Ap 


9 9 
3 3 


ou 


61 


.0 


95 


6 


TTC 

us— 


1 A 

xu- 


y Oo- 


9 yi q 

34 y 


9 1 A Q A 

-3XU8U 


Sequence 


31080, A 


7 A 
3 4 


c; n 

ou 


61 


.0 


156 


6 


TTC 

Ub — 


1 A 

xu— 


y oo— 


9 A Q 

34 y 


-5UX8 


Sequence 


5018, Ap 


9 C 

3 5 


c r\ 
OU 


61 


.0 


333 


6 


TTC 

us- 


T A 

1U- 


Q C O 

y oo- 


O /t A 

34 9 


-28 63 


Sequence 


2863, Ap 


9 c 

3 D 


OU 


61 


.0 


333 


6 


T TC 

us- 


T A 

1U- 


Q C O 

y oo- 


O /t A 

34 9 


-1124 7 


Sequence 


11247, A 


9 9 
3 / 


OU 


61 


.0 


340 


6 


T TC 

us- 


T A 

xu- 


y Oo- 


O /I A 

34 9 


-Z 4 3 93 


Sequence 


24393, A 


9 P 
3 O 


o u 


61 


.0 


380 


6 


TTC 

us— 


1 A 

xu- 


Q ^ 9 

y Oo — 


9 /I Q 

34 9 


- / X / 0 


Sequence 


7175, Ap 


9 Q 

3 y 


OU 


61 


.0 


391 


6 


TTC 

us- 


1 A 

xu- 


y oo- 


O /I A 

34 9 


- /I /4 


Sequence 


7174, Ap 


/i a 
4 0 


oU 


61 


.0 


427 


6 


TTC 

us- 


1 A 

10- 


o c o 
953- 


n /i o 

34 9 


-24392 


Sequence 


24392, A 


/i 1 
4 X 


o u 


61 


.0 


442 


6 


T TC 
Ub - 


1 A 

xu- 


y oo— 


9 A Q 

34 y 


9 19 9 
- / X / 3 


Sequence 


7173, Ap 


A 9 
4 Z 


0 U 


61 


.0 


445 


6 


TTC 
Ub - 


1 A 

X U - 


Q £ 9 

y oo- 


9 /l Q 

34 y 


9 /l 9 Q 1 

-Z 4 3 9X 


Sequence 


24391, A 


A 9 
4 3 


OU 


61 


.0 


504 


6 


TTC 

us- 


1 A 

xu- 


C1 1 

oxx- 


Q 9 9 

y3 / 


-Z54 / 


Sequence 


2547, Ap 


/I A 

4 4 


oO 


61 


.0 


583 


6 


TTC 

us- 


1 A 

10- 


A c o 
953- 


34 9 


-35418 


Sequence 


35418, A 


A C 

4 o 


50 


61 


.0 


630 


6 


TTC 

us- 


1 A 

10- 


A C O 

953- 


34 9 


o c /i 1 n 

-35417 


Sequence 


35417, A 


4 D 


4 y 


59 


.8 


110 


6 


T TC 

us- 


1 A 

xu- 


953- 


O A A 

34 9 


-54 


Sequence 


54, Appl 


A 9 
4 1 


4 y 


59 


.8 


124 


6 


TTC 

US- 


1 A 

xo- 


a c r> 

953- 


349 


-53 


Sequence 


53, Appl 


A O 
4 O 


A Q 

4 y 


59 


.8 


162 


6 


TTC 

US- 


1 A 

xu- 


A C *3 

y 53- 


34 9 


-52 


Sequence 


52, Appl 


4 9 


/I Ci 

h y 


59 


.8 


605 


6 


TTC 

us- 


1 A 

10- 


A C O 

953- 


34 9 


-2076 


Sequence 


2076, Ap 


c a 
50 


/I o 

h y 


59 


.8 


619 


6 


T TC 

us- 


1 A 

xo- 


A C O 

953- 


349 


-2075 


Sequence 


2075, Ap 


5 X 


4 y 


59 


.8 


630 


6 


TTC 

us- 


1 A 

xu- 


953- 


34 9 


1 A 1 /l 

-2074 


Sequence 


2074, Ap 


C 9 

52 


A O 


58 


.5 


338 


6 


T TC 

us- 


1 A 

10- 


A C O 

953- 


349 


-20361 


Sequence 


20361, A 


c 9 
5 3 


A O 


58 


.5 


385 


6 


TTC 

us- 


1 A 

10- 


A C "D 

953- 


349 


-203 60 


Sequence 


20360, A 


0 4 


/I o 

4 o 


58 


.5 


488 


6 


T TC 

US- 


1 A 

1U- 


953- 


O /I A 

34 9 


A A O C A 

-20359 


Sequence 


20359, A 


55 


47 


57 


.3 


250 


6 


US - 


10- 


953- 


349 


-22808 


Sequence 


22808, A 


56 


46 


56 


.1 


313 


6 


US- 


10- 


953- 


349 


-23774 


Sequence 


23774, A 


57 


46 


56 


.1 


334 


6 


us- 


10- 


953- 


349 


-23773 


Sequence 


23773, A 


58 


45 


54 


.9 


317 


6 


US- 


10- 


953- 


349 


-11729 


Sequence 


11729, A 


59 


45 


54 


.9 


422 


6 


US- 


10- 


953- 


349 


-17849 


Sequence 


17849, A 
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SCORE Search Results Details for Application 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
14.rai. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:08:52 / Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 

US-10-001-938-14 
81 

1 KKAYRKLALKYHPDK 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



81 100.0 
81 100.0 



87 2 US-09-882-835-4 
102 2 US-09-513-999C-5137 



Sequence 4, Appli 
Sequence 5137, Ap 



http://es/ScoreAccessWeb/GetItem. action? Appld= 1 000 1 93 8&seqld=5 29237&ItemName=us. . . 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 2 of 53 



3 


O 1 
0 1 


inn 
1UU 


. U 


1 Ol 

12 / 


2 


T TC 


n q 

u y - 


0 / u— 


O J 0 X -? 3 


be que nee 


1 QQ 7\ *-\ t^> 
X 3 3 , -H.pp 


4 


O 1 

o 1 


100 


. 0 


1 O *7 

12 / 


2 


T TO 

US- 


n q 

u y- 


Q C A 

0 04 - 


1 0 "5 — 1 QQ 
±OoX33 


bequence 


1 QQ TV >n.v> 

x y y / App 


c 
O 


Q 1 
O 1 


inn 
10U 


. U 


0 y / 


1 
1 


TTO 


u 0 


0 DO 


£. 0 Oi-i O 


bequence 


C 7\ *-\>~v "1 "i 
O f Hppil 


D 


O 1 
o 1 


inn 
10U 


. U 


j y / 


2 


TTO 


n q 

u y 


O "3 C. — 


O/OO 


bequence 


C TV y-\y~v 1 t 

0 / Appxx 


1 


Q 1 
O 1 


1 nn 
1 UU 


. U 


j y / 


2 


U 0 


n q 

u y 




3 3 O O 


bequence 


C TV y>y> 1 *i 

O/ /^.ppxx 


o 
o 


O 1 

o 1 


inn 
1 UU 


. U 


3y / 


2 


T TC 


n q 

u y — 


Q 1 Q 

y 1 y — 


UO 3 X / O 


bequence 


X / 0 f App 


y 


O 1 
O 1 


inn 
1 UU 


. u 


oy / 


2 


T TC 


n q 

u y — 


Ooo — 


U3ZXUOZ 


bequence 


X U O Z / Ap 


i n 
1U 


Q 1 
O 1 


inn 
1 UU 


. U 


0 y / 


0 
2 


T TC 

Ub 


n o 
u y 


cm _ 

jUI — 


/ X 4 O 


bequence 


C TV v-->y\ 1 -i 

O^ jKppXX 


1 1 
1 1 


P 1 
O 1 


inn 
1 UU 


n 
. U 


0 y / 


*3 


T TC 


1 n 
1 u 


4 2 y — 


99 9_9 


bequence 


Z f AppXX 


1 9 
12 


O 1 
0 1 


inn 
1 UU 


n 
. U 


3y / 


0 


TTC 

Ub — 


1 n 
1 u — 


4 0 Q 

4 2 y- 


99 9. — 4 


b equence 


A 7A vm^\ 1 t 
4 / AppXX 


1 9 


9 Q 

/ y 


y / 


c 
. D 


O /I Q 

34 0 


1 
1 


TTO 

Ub — 


U 0 — 


y / 4 — 


04 D X 


bequence 


X ( App X X 


1 A 

14 


9 Q 


y b 


. 3 


TOO 

J y 2 


2 


TTC — 

Ub — 


f» Q _ 

u y — 


1 Q Q _ 

iy o — 


A C9Zi — 
fl OZM. 4 O 


b equence 


4 0/ M.ppX 


i c 
lb 


9 P 


y b 


. 3 


4 U b 


9 
2 


TTC 

Ub — 


n q_ 
u y 


4oo — 


J.0 OH 0 4 


b equence 


0 4/ M.ppX 


1 b 


9 1 
I / 


q c; 
y 0 


1 

. 1 


02, 


1 
1 


TTC — 
Ub — 


u 0 




p/l Q_1 n 
O 4 3 X U 


ocquciiLc 


X U / M.pp X 


1 9 
1 / 


1 1 


Q c 

y o 


1 

. 1 


02 


1 
1 


TTC 
Ub — 


n q 
uo 


z y 0 


Z O 4 r\. X U 


C £A /Tl 1 A T*» /"■* A 

jcquencc 


x u / /\ppx 


1 P 
1 o 


9 9 


q t; 
y o 


1 

. 1 


02 


0 
2 


TTC _ 
Ub _ 


uo 


OQP_ 

0 y 0 




0 e que iic e 


X U / ripjJl 


1 Q 

i y 


9 9 


Q t: 

y 0 


1 

. 1 




2 


TTC 

Ub — 


Uo 


QO A 

oz*j 


c 1 o_i n 
oxo xu 


bequence 


1 n TV rNv-v "1 

X U / /-tp p X 


9 n 


9 9 
f 1 


y z> 


1 

. 1 


1 A 1 

14 / 


2 


TTC 

Ub 


n o 
u y 


C 1 *5 

o±o — 


3 3 3^ 03Z O 


b equence 


fiQ9^ Tin 
O 3 Z O / Ap 


2 1 


9 c 
1 b 


y 0 


Q 
. O 


c 1 

ol 


1 
1 


TTC 
Ub - 


no 
u 0 - 


34 D — 


oyiQ 1 9 

o4 y — xz 


bequence 


1 9 n y->r-v 1 
X Z / App X 


22 


9 C 


93 


O 
. O 


c 1 

51 


1 


Ub - 


n q 
U 0 - 


2 y 3- 


OQ/in 19 
2 0 4 A— 1Z 


b equence 


1 9 7\Y^rO 

XZ/ Appi 


9 9 
2 3 


9 C 

1 b 


y 3 


Q 
. O 


1 1 
ol 


0 
2 


TTC 

Ub- 


n q 
U 0 - 


QQQ 

0 y 0- 


ouu— 1Z 


bequence 


X Z / App X 


9 /I 

2 4 


/ b 


y 3 


O 
. O 


1 1 

ol 


2 


T TC 

U b - 


n q 
U 0 - 


o24- 


C 1 9—1 9 

oio— 1Z 


bequence 


X Z / App X 


2 a 


9 tZ 

1 b 


y 3 


Q 
. O 


0 0 n 
33U 


1 


TTC 

Ub- 


n q 
U 0 - 


0 bo- 


9 Q Q 7A _ 9 

ZooA-J 


b equence 


9 TV r->,r> 1 i 
O/ AppXX 


2 D 


1 b 


y 3 


O 
. 0 


0 0 n 
33U 


2 


T TC" 

Ub- 


n q 

u y- 


230- 


9 9 9 9 

3 / 0 — 3 


bequence 


O/ AppXl 


2 / 


1 b 


y 3 


O 

. 0 


0 0 n 
3 3U 


0 
2 


TTC 

Ub - 


n q 

uy- 


3oo- 


Q Q 9 — 9 

y yo— 0 


bequence 


9 7A r^r%1 i 
O / AppXX 


o o 
2 o 


9 C 

1 b 


y 3 


0 

. 0 


3 3U 


2 


TTC 

Ub - 


n q 

uy- 


oui- 


"71/1 9 

/ X 4 — 0 


b equence 


O / AppXX 


2 y 


9 a 
/ b 


y 3 


0 

. 0 


O /IT 

34 / 


0 
2 


TTC 

Ub - 


n 0 

u y- 


O A Q 

2 4 0 - 


TQ/TTV 1 Q1 QC 

/ y bA— 1 y 1 y 0 


O /^f 1 1 

b equence 


1 Q1 QC 7\ 

X 3 X 3 O , A 


*5 ft 

30 


/ 6 


93 


0 

. 0 


O *7 C 
3/0 


0 
2 


TTC 

Ub - 


n q 

u y- 


32o- 


9 C 9 /IQQ/I 

oOZ — 4 y o4 


bequence 


A QQ A T\r\ 
4 3 0 4/ Ap 


31 


1 6 


93 


0 

. 8 


O O T 

39 / 


0 
2 


TTC 

us- 


n 0 

u y- 


O A Q 

24o- 


/ y bA— 1 / bZ 0 


b equence 


1 9 C 9 P 7A 
1 / bZ O / A 


32 


/ 3 


o n 
9U 


. 1 


OO 1 


2 


T TC 

Ub- 


n q 

u y- 


2o2- 


QQl 71 9919/1 

y y iA— z / 1 / 4 


b equence 


Z / 1 / 4 / A 


9 9 


9 9 

/ 2 


O Q 

00 


. y 


4 y 


1 
1 


T TC 
Ub _ 


n Q 
Uo - 


*3 /l C 

J4 b- 


Q A Q 11 

0 4 y — 1 1 


bequence 


1 1 Tv r>r>i 1 
XX/ -"PP -L 


34 


/ 2 


0 0 

0 0 


. y 


/I Q 

4 y 


1 


TTC 

Ub- 


no 
Uo- 


2 y 3- 


9 Q A 7A 11 

Zo4A— 11 


bequence 


XX/ AppX 


35 


/ 2 


0 0 

00 


. 9 


4 9 


2 


T TC 

Ub - 


n q 
Uo- 


QQQ 

030- 


9 n n ii 
•3UU-11 


bequence 


1 1 7\ r>r^ 1 
XX/ App X 


36 


/ 2 


0 0 

00 


. 9 


A Q 

4 9 


0 
2 


TTC 

us- 


n q 
Uo- 


Q O A 

o24- 


CI O "1 1 

013-11 


bequence 


1 1 7\-r-\r^ 1 

XX, App X 


O 9 

3 / 


"7 1 

7 1 


O / 


. / 


/ 0 


2 


T TC 

us- 


n q 

u y- 


013- 


q q Qr» cm £ 

•y y yc— buib 


b equence 


b u x b / Ap 


38 


7 1 


O 1 

8 / 


. / 


*3 O /I 

334 


3 


T TC 

us- 


1 n 

iu- 


A O Q 

•42 y- 


999 9 


bequence 


9 7Ar^r\1 i 
Of AppXX 


39 


71 


0 / 


. / 


0 0 1 
33 / 


2 


TTC 

us- 


n q 

uy- 


• bbo- 


A 9 Q 7\ O 

-4 / yA-o 


b equence 


P 7V >^T-s 1 -| 

Of App 11 


40 


70 


8 6 


. 4 


9 6 


2 


TTC 

us- 


n n 

uy- 


b21- 


•y / b-4U4o 


bequence 


A n A C 7\ r>> 
4 U 4 0 , Ap 


/I 1 

4 1 


7 0 


0 b 


. 4 


1 Q Q 

iy y 


2 


TTC 

Ub - 


n q 

uy- 


O AQ 

•24 0- 


9 Q C7A 1 CQCQ 

• / y bA— 1 b y 0 y 


b equence 


1 CQCQ TV 
X D 3 0 3 / J\ 


A ft 

42 


9 n 
1 0 


0 b 


. 4 


22 3 


0 
2 


T TC 

Ub - 


n o 

• u y- 


• bo 0 - 


a A A A 
■ b4 4 — 4 


bequence 


A 7\ yvrv 1 -J 
4 / /\ppXX 


A ft 

4 3 


7 0 


8 b 


. 4 


223 


2 


TTC 

us- 


n 0. 

• u y- 


• y 4 y- 


n 1 c c 000 
•Ul b— bo 62 


bequence 


Do , Ap 


/I A 

4 4 


70 


8 6 


. 4 


2b/ 


0 
2 


T TC 

us- 


n 0 

•oy- 


• y 4 y- 


nic 1 1 /ion 
Ulb-114y / 


bequence 


1 1 A Q9 7\ 
X X 4 3 / / A 


4 5 


70 


8 6 


. 4 


0 0 n 
32U 


2 


TTC 

us- 


n q 

■uy- 


•32o- 


9 C 9 9 Q 9 9 

•3oZ— / y3 / 


bequence 


9 Q 9 9 Zi^ 
/ 3 0 / / Ap 


4 D 


/ 0 


0 b 


. 4 


0 q n 
3o U 


0 
2 


TTO 

Ub- 


n q 

•uy- 


•4 0 y 


nooTi ami 

• u 0 y a— y u 1 1 


b equence 


QH1 1 7A-r» 
3 U X X / Ap 


A 9 

4 / 


1 0 


0 b 


. 4 


3o 2 


2 


TTC 

Ub - 


n q 

uy- 


- bUo- 


. 9 n Q 7A AC\ 
•ZUoA— 4U 


b equence 


/I n Tv r^r~v 1 
4 U / Hppi 


A O 

4 o 


/ 0 


0 b 


. 4 


3y 1 


2 


TTC 

Ub - 


n q 

uy- 


ano 

-yu2- 


ca(\ iiiin 
•04 U — 1111U 


b equence 


X X X XU / /A. 


yi ft 

4 9 


70 


8 6 


. 4 


4U / 


2 


TTC 

us- 


n o 

■ u y- 


c /i n 
■04U- 


9 9 C OOQQ 

•23b — 2o y y 


bequence 


9 O Q Q 7\ 
Z O 3 3 / Ap 


50 


b y 


0 c 
00 


. 2 


/ 34 


. 2 


TTC 
U b 


• u y- 


9 A P. 

•2 4 0 - 


TQCti 1C99C 

- / y bA— 1 b / / b 


b equence 


X O / f O / r\ 


51 


68 


8 4 


. U 


ICO 

153 


2 


TTC 

us- 


n o 

■ u y- 


• b2 1- 


• y / b— 0 12 y 


bequence 


ci OQ n-n 
O X Z 3 / Ap 


52 


67 


82 


. 7 


52 


1 


T TC 

us- 


n 0 
• Uo- 


-3 4 b- 


O A ft O 

-o4 y-o 


bequence 


O / AppXX 


53 


67 


82 


. 7 


c 0 

52 


1 
1 


TTC 

Ub - 


n 0 
Uo- 


0 0. 0 

•2 y 3- 


-28 4A-8 


bequence 


P 7V yvyo, 1 -J 

O / App X 1 


54 


67 


82 


. 7 


52 


2 


TTC 

us- 


n q 
-Uo- 


OQQ 

•030- 


0 n n 0 
-3UU-0 


bequence 


P 7V r>r-N 1 t 
0 / AppX X 


55 


67 


82 


. 7 


52 


0 
2 


TTC 

us- 


n 0 
■ Uo- 


00/1 
-824- 


c 1 0 0 
-513-8 


bequence 


Of AppXX 


56 


67 


82 


. 7 


a a 
54 


1 


T T C 

us- 


n q 
■ Uo- 


-34 b- 


0 a a 10 
-o4 9-13 


bequence 


1 9 7\ nri 1 
X 0 / App X 


57 


67 


82 


. 7 


54 


1 


TTC 

us- 


n q 
■ Uo - 


-2 y 3- 


9 O /l TV IO 

-284A-13 


O /*\ /VI 1 /^ v» /^ /-^ 

bequence 


1 9 7\ r>t^> 1 
XO/ AppX 


58 


67 


82 


.7 


54 


2 


us- 


■08- 


O Q O 

-8 98- 


-300-13 


Sequence 


19 7\ nn 1 

1 3 , App 1 


59 


67 


82 


.7 


54 


2 


us- 


•08- 


-824- 


-513-13 


Sequence 


13/ Appl 


60 


67 


82 


.7 


95 


2 


us- 


-09- 


-248- 


-796A-19797 


Sequence 


19797/ A 


61 


67 


82 


.7 


131 


2 


us- 


-09- 


-553- 


-498-4 


Sequence 


4, Appli 


62 


67 


82 


.7 


131 


2 


us- 


-09- 


-618- 


-869-4 


Sequence 


4, Appli 


63 


67 


82 


.7 


206 


2 


us- 


-09- 


-830- 


-230A-294 


Sequence 


2 94, App 



http://es/ScoreAccessWeb/Get!tem.action?AppId=10001938&seqId=529237&ItemName=us... 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 1 of 50 



SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 

14,rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
14.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 
Perfect score: 81 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 

US-10-001-938-14 



Sequence : 



1 KKA YRKLALKY H PDK 15 



Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBC0MB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB 



ID 



Description 



81 100.0 



15 4 US-10-001-938-14 



Sequence 14, Appl 
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4 


TTC 

Uo - 


i n 
1U 


d 9 Q 

4z y 


9 9 9 

-zz 0 


4 


C A /~f 1 1 A v*« <*« 

o equence 


4 / /\ppil 


1 b 


Q 1 
o 1 


i nn 


ft 

u 


ft ftft 

o y / 


c 

0 


TTC — 

Uo — 


i n_ 
i u— 


/I -7 O 

4 / O 


-19 7 — 

— 1Z / — 


I 1 9P 

I I O 0 


o e quen.ee 


1 1 9ft 7Ar^ 
11 jo , "P 


1 7 

1 / 


p 1 
o 1 


i nn 
1UU . 


ft 

u 


o y / 


c 

o 


TTC — 

Uo — 


i n_ 
j. u— 


4 / O 


-19 7 — 

— 1Z / — 


1 1 9Q 
1 lO j 


o e que rice 


I 1 9 Q 7AT4 

I I O 3 / -"-P 


1 p 
1 o 


p 1 
o 1 


i nn 
1UU . 


n 
u 


ft ft*7 

o y / 


c 
0 


TTC _ 
Uo — 


1 n _ 
iu- 


d 7 *5 . 
4 / O 


_ 1 9 7 _ 
1 Z / 


1 1 4 n 

1 1 4 U 


oequence 


114 0 7Ar» 
1 1 4 U / -"-P 


i y 


p 1 
0 1 


inn 
1 UU . 


n 
u 


0 q 7 
o y / 


c 

O 


TTC 

Uo — 


1 n 

1U 


d 7 *3 
4 / O 


19 7 — 
- 1Z f 


114 0 


oequence 


I 1 4 9 7ATft 

I I 4 O / f\p 


ft A 

2 U 


o 1 


inn 
1UU . 


ft 
U 


oy / 


c 
O 


TTC 

Uo- 


i n 
1U- 


/l 7 9 
4 / O 


19 7 

-iz / — 


11/1/1 
1144 


sequence 


1 1 4 4 7A-»^ 
114 4/ Ap 


ft 1 

21 


81 


i ft ft 
100 . 


0 


ft o ft 

397 


5 


T TO 

us- 


7 ft 

10- 


/l ft ft 

473 


1 ft ft 

-12 / - 


1 1 /I ZL 

1145 


sequence 


i i yi c Ti- 
ll 4 0 , Ap 


ft ft 

22 


8 1 


1 ft ft 

100 . 


0 


ft m 

3y / 


5 


T TO 

us- 


1 ft 

iu- 


ft c c 
/5b 


1 /I Q 

-14 y- 


A 1 9 9 
4 /2 / 


sequence 


/l 7 9 7 7A v» 
4 / Z / , Ap 


ft ft 

2 3 


8 1 


1 ft ft 

100 . 


ft 

0 


ft Q ft 

3y / 


5 


T TO 

US- 


1 ft 

iu- 


bol 


-4 b/- 


C C Q 

oo y 


sequence 


oo y ; App 


ft A 

2 4 


O 1 

o 1 


i nn 
1UU . 


ft 

u 


ft Q 1 

jy / 


c 
D 


T TO 

Uo- 


i n 
1U- 


bol 


a an 
-4 b/- 


1 9 P C 

loo b 


sequence 


1 9 P £ TAr^ 

1 0 o b / Ap 


2 5 


81 


i nn 
1UU . 


U 


ft Q H 

jy / 


r 
0 


TTO 

Uo- 


i n 
1U- 


o /o 


-00 bA 


.— 10 0 


s equence 


10 0/ App 


2 b 


O 1 

81 


inn 
1UU . 


ft 
U 


a n o 
4 Uo 


b 


TTO 

US- 


i i 
11- 


uy / 


1>19 

-14 o- 


9 /i /i n r 
24 4U0 


sequence 


Z 4 4 U 0 / A 


ft *7 

2 / 


O 1 


inn 
1UU . 


ft 

u 


yi n o 
4 Uo 


b 


tic 

Uo — 


i i 
11 — 


HOT 

uy / 


1/19 

14 0 


/i i on /l 
4 i yu4 


sequence 


A 1 q n 4 7A 
4 i y U 4 / A 


O Q 

2 o 


P 1 
0 1 


inn 
J.UU . 


ft 

u 


4Uo 


c 
O 


TTC 

Uo — 


i n 
1U- 


/] C ft 

4DU 


7 C 9 

- / bo- 


/i nn q q 
4 uu y y 


sequence 


4 n n q q 7A 

4 U U 3 3 / A 


o ft 

2 9 


"7 O 

/ y 


y / . 


o 


1 ft Q 

loo 


ft 

o 


T TO 

us- 


n q 

uy- 


1 C A 

1 b4 


P C P 

- o bo - 


n q c 
/ o b 


sequence 


/Ob, App 


ft ft 

30 


7 9 


ft H 

y / . 


c 
D 


ft /I o 
04 O 


c 

o 


T TO 

Uo- 


i n 

iu- 


O ft 1 
O /I 


9 P P 

— oo o - 


1 


sequence 


1/ Appil 


ft 1 

31 


/ y 


y / . 


c 
O 


4 o 0 


4 


TTO 

Uo- 


i n 

iu- 


o by 


A Q 9 

— 4 y o- 


1 9 /I P 9 

124o / 


sequence 


1 9 4 P 7 7A 
1Z 4 O / , A 


ft ft 
oz 


9 P 
1 0 


y b . 




1 P *3 

loo 


ft 
o 


TTC 

Uo- 


n q 

u y- 


1 CA 
I OH 


p CP 

— o bo - 


7 P 7 
/ O / 


sequence 


7 P 7 7\ v^r> 
/ 0 / / App 


O ft 
O O 


7 P 

/ O 


y b . 


ft 


1 QP 

iy o 


c 
0 


T TO 

Uo - 


i n 
1 u - 


A OA 

4 y 4 


Q 9 1 

— yz i- 


1 

Ol 


C A /^f 1 1 £i Y"» f A 

oequence 


O 1 / App 1 


ft /I 
04 


9 P 
1 O 


y b . 


ft 
O 


ft ft A 

22 4 


4 


TTC 

Uo- 


i n 
1U- 


21 9 d 
424 


CQQ 

— oy y- 


9 p n t; /i 7 
Z 0 U04 / 


sequence 


9 ft n EL 4 7 

Z 0 U O 4 / / 


ft t; 
O O 


9 O 

1 o 


y b . 




ft ft c 
OOO 


b 


TTC 

Uo- 


i i 
11- 


n Q7 
u y / 


1/19 

— 14 o- 


i ni c\ 
l ui bi 


o equence 


1 m £1 7A 

1U1D1; A 


ft £T 
O D 


1 o 
/ o 


y b . 




ft /I /I 

o 4 4 


4 


TTC 

Uo- 


i n 
1U- 


/l 9 /I 

424 


CQQ 

— o y y- 


Z o U04 o 


s equence 


9 p n t; 4 p 

Z O U O 4 O / 


n —7 

3 / 


ft Q 

7 8 


ft c 

9b . 




ft /i £ 
o4b 


5 


TTO 

Uo- 


i n 
1U- 


"7 9 O 

/oy 


q 9 n 

- y ou- 


o / y o 


sequence 


C ft Q Q TX-r* 

o / y o / Ap 


ft o 

38 


78 


ft 

9b . 


3 


ft Q ft 

392 


4 


T TO 

us- 


i n 
1U- 


ft O o 

2 o y 


- / bZ - 


/I o 

4 o 


sequence 


4 o / App 1 


ft ft 

39 


ft ft 

11 


ft c 

95 . 


1 


C ft 

52 


4 


T TO 

Uo- 


i n 
1U- 


o q n 

oy u 


/IT) 

-4 / 2 - 


i n 
1U 


sequence 


1 U / App 1 


/i n 
4 U 


ft H 


yo . 


1 


i ft ft 
lo2 


ft 

o 


TTO 

Uo- 


n q 

uy- 


H CA 

1 b4 


— O DO 


I 1 CI 

I I bo 


sequence 


1 1 £ ft 7A ,0. 

1 1 b 0 / Ap 


A 1 
4 1 


n n 
1 1 


yo . 


1 


ft ft n 
22 U 


tr 
O 


TTC 

Uo- 


i n 
1 u - 


yi o yi 
4 y 4 


Q 9 1 

— yzl- 


^ 9 

oz 


sequence 


C ft TAr^r^l 
OZ / Appi 


A O 

4 2 


/ 1 


yo . 


1 


22 o 


b 


TTC 

Uo- 


1 1 - 
11 


. n q 7 
u y / 


14 0 


.41 1 Q C 

4 1 1 y b 


O y-^v /^t/i l /^k f-i /^t ^ 

oequenc e 


4 1 1 Q A 7A 
4 113b/ A 


/I o 

4 o 


n n 


y o . 


1 


ft /I Q 

24 y 


b 


TTO 

Uo- 


i i 
11 


n q 7 
u y / 


1/19 
14 0 


9 /i m p 

Z 4 U / 0 


sequence 


9 4 n 7 ft 7A 
Z 4 U / O / A 


/I /I 

4 4 


9 n 

/ / 


y d . 


1 


ft *7 a 
2 / b 


A 

4 


TTO 

Uo - 


i n 
iu- 


9 9 n 
zzu 


_ i 9 n _ 
1 z u 


. 9 9 n 
ozu 


oequence 


9 9 n 7\ y-x r^i 
OZU/ App 


/I c 

4 5 


ft ft 

7 7 


ft c 

95 . 


1 


ft Q ft 

2 9/ 


ft 
3 


TTO 

Uo- 


n q 

uy- 


*7 C A 

1 b4 


— 0 DO - 


I 1 CO 

II bZ 


sequence 


1 1 CO 7\-rv 

1 1 b Z / Ap 


4 6 


ft ft 

7 7 


ft c 

95 . 


1 


ft "7 0 
O / 0 


ft 
3 


T TO 

us- 


n q 

uy- 


■ / b4 


- boo - 


ft Q Q 

• / o y 


sequence 


7 P Q TV v\r-\ 

/ o y / App 


A ft 

47 


"1 ft 

7 7 


ft c 

95 . 


1 


ft ft ft 

37 9 


5 


TTO 

us- 


1 ft 

1U- 


A O ft. 

•48 y 


£T Q C 

- by o- 


•y 


sequence 


y, Appn 


/I o 

48 


77 


95 . 


1 

1 


ft ft ft 
397 


ft 
3 


TTO 

us- 


ft ft 

U9- 


Q O Q 

•98 9 


O ft ft 

-8 90- 


ft iC ft 

2 o2 


sequence 


ft C ft 7\ 

Z bZ / App 


A ft 

4 9 


7 6 


ft *5 
93 . 


8 


C 1 

51 


A 

4 


TTO 

us- 


i n 
1U- 


ft o n 
o y U 


A 1 ft 

— 4 / 2 - 


1 o 
12 


sequence 


1 O TV <r>-r> 1 

1 Z , App 1 


C ft 

50 


ft ^ 

/ 6 


ft *5 

93 . 


8 


C ft 

bU 


ft 
o 


T TO 

us- 


n q 

uy- 


• / b4 


Q C Q 

— o bo - 


9 o n 

• / y u 


sequence 


7 Q n TV v> v\ 

/ y u / App 


51 


7 6 


ft 0 
93 . 


8 


bO 


ft 

3 


TTO 

US- 


n o 

uy- 


T £T /I 

■ / b4 


— o y i- 


on a c 
o / 4 b 


C7* A M 1 1 yN «^ yM* y^ 

sequence 


9 7 /l C TAvn 

o / 4 b / Ap 


52 


7 6 


ft o 
93 . 


8 


lift 
112 


4 


TTO 

US- 


1 ft 

iu- 


ft c ft 

• / b / 


t n i 

- / ui- 


ft Q o. o /i 

•oy y y4 


sequence 


9 Q Q Q A 7A 

oy y y4 / a 


53 


7 6 


ft i 
93 . 


8 


1 A ft 

143 


4 


TTO 

us- 


1 n 

iu- 


^ ft /i 
•4 2 4 


-599- 


•230584 


sequence 


9 9 n ^ P 4 
Z o U 0 O 4 / 


54 


"7 

76 


ft o 
93 . 


8 


ICO 

158 


4 


TTO 

us- 


i n 
1U- 


^ ft c 

•425 


-114- 


•48912 


sequence 


A P Q 1 9 7A 

4 o y IZ / A 


r- r 

55 


*7 ^ 

7 6 


ft ft 
93 . 


8 


19o 


5 


T TO 

US- 


i n 

• iu- 


a cr\ 
•45U 


-763- 


-58941 


j—s y**t 1 y^ >fti /~\ 

sequence 


CQQ/11 TA 

Oo y 4 1 / A 


5 6 


7 6 


ft *3 

93 . 


8 


ft ^ ft 
242 


4 


T TO 

US- 


i n 

iu- 


OCA 

■2 b4 


-049- 


-2674 


sequence 


Z b / 4 / Ap 


57 


7 6 


93 . 


8 


ft c c 

255 


4 


TTO 

US- 


i ft 
1U- 


>i ft ft 
■43 / 


-963- 


•123368 


sequence 


1 o ft ft ^ o 

IZoobo / 


58 


76 


93. 


8 


276 


4 


us- 


•10- 


■282 


-122A-47226 


Sequence 


47226/ A 


59 


76 


93. 


8 


326 


4 


us- 


•10- 


•425 


-115- 


•300448 


Sequence 


300448, 


60 


76 


93. 


8 


369 


4 


us- 


10- 


•369 


-493- 


•19646 


Sequence 


19646/ A 


61 


76 


93. 


8 


407 


4 


us- 


10- 


■425 


-115- 


•303598 


Sequence 


303598/ 


62 


76 


93. 


8 


413 


4 


us- 


10- 


•425 


-114- 


•56774 


Sequence 


56774, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
14.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-14. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score 
Sequence : 



June 2, 2006, 19:30:30 ; Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 

US-10-001-938-14 
81 

1 KKA YRKLALKY H PDK 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 



1 

2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC Celerra SIDS3 



/ptodata/2/pubpaa 
/ptodata /2 /pubpaa 
/ptodata/2/pubpaa 
/ptodata /2 /pubpaa 
/ptodata /2 /pubpaa 
/ptodata /2 /pubpaa 
/ptodata 12 /pubpaa 
/ptodata/2 /pubpaa 



★ 
* 
★ 



/US 0 9_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US 07_NEW_PUB . pep : 
/US 08_NEW_PUB . pep : 
/PCT_NEW_PUB.pep: * 
/US10_NEW_PUB.pep: * 
/US 1 1_NEW_PUB . p ep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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NO . 




Match 


T /-x y\ +- V"\ 

Leny tn 


no 


Tn 

1U 










Description 


1 


Q 1 


100. 


0 


±0 


C 

b 


TTQ — 


i n 
lu- 


4 y u — 


y 4 y 


9 9 
-Z O 


Sequence 


23, Appl 


Z 


Q 1 
0 1 


100. 


0 


9 Q9 

o y / 


1 


TTQ — 


ll— 
11 — 


9 Q 9 _ 

z y o — 


fi Q 7 

by / 


_ 9 fi 9 7 

-ooo/ 


Sequence 


3837, Ap 


o 


7 A 
1 4 


91. 


4 


O O O 


c 

o 


TTQ — 
UO 


i n_ 
1 u 


y oo — 


o yi q 

o 4 y 


_ 9 1 fi 9 
- Z 1 0 Z 


Sequence 


2182, Ap 


4 


7 4 
1 4 


91. 


4 


9Z1 9 
0 4 0 


fi 
o 


TTQ — 
U J 


i n — 

1U 


y oo 


94 Q 

o 4 y 


— 9 1 fi 1 
Z 1 0 1 


Sequence 


2181, Ap 


c 

3 


7 9 
/ Z 


88. 


9 


4 9 fi 
4 b 


7 


TTQ — 
UO 


ii 


9 Q9 — 

z y o 


fiQ7 

by / 


-47 m 

4 / 0 1 


Sequence 


4751, Ap 


fi 
D 


7 1 
/ 1 


87. 


7 


jUO 


fi 
o 


TTQ — 


1 0- 
1 u 


Q c 9- 
y O O 


94 Q 
O 4 j 


— 99R47 
Z O 0 4 / 


Sequence 


23847, A 


7 


1 1 


87. 


7 


99fi 
o o o 


fi 


TTQ — 
UO 


1 0- 
± u 


Q ^ 9- 

5 OO 


94 Q 
043 


-99ft 1 n 
OOOIU 


Sequence 


33810, A 


o 
o 


9 1 
/ J. 


87. 


7 


/ion 
4 o U 


C 

O 


TTQ — 
UO 


i n _ 
1 u — 


y oo — 


9 A Q 

o4 y 


9 9 fi n 0 

-ooouy 


Sequence 


33809, A 


Q 


fi Q 

by 


85. 


2 


A fi 
4 bo 


c 

o 


TTQ — 

Uo- 


i n 
iu — 


y oo— 


9 A Q 

o4 y 


q n 9 n 
- oU / U 


Sequence 


8070, Ap 


1 n 
i u 


fiQ 

d y 


85. 


2 


4 "7 9 
4 / O 


c 
o 


TTQ — 

UO 


1 n- 
1 u 


y oo 


94 Q 

o 4 y 


- on fio 
o u o y 


Sequence 


8069, Ap 


1 1 
± 1 


Q 
D 3 


85. 


2 


4 0 Z 


c 
o 


TTQ — 

UO 


1 n~ 

1 u 


Q c 9 — 
y o o 


94 Q 
O 4 J 


- ft n fift 

0 U Do 


Sequence 


8068, Ap 


1 9 


fi9 
D / 


82. 


7 


J. O 


fi 
o 


TTQ — 
UO 


i n — 

± U 


4 3 U 


Q4 Q 

J 4 27 


_ o 

o 


Sequence 


3, Appli 


1 9 
J. O 


O / 


82. 


7 


9 9 9 
Z / 0 


c 
o 


TTQ — 
UO 


i n — 
1 u 


QCO_ 

2 oo 


94 Q 
O 4 ^ 


-44 fi4 
— 4 4 04 


Sequence 


4464, Ap 


1 21 
1 4 


fi7 
D / 


82. 


7 


o 4 y 


c 

o 


TTQ — 
UO 


i n 
1 u 


y oo — 


9 4 Q 
O 4 y 


— 4 4 bo 


Sequence 


4463, Ap 


1 c, 
J. 3 


fi7 
O / 


82. 


7 


9 fi9 

oo/ 


c 
b 


TTQ — 

UO 


i n — 
1 u 


QCO_ 

y o o 


9 4 Q 
0 4 y 


— 4 4 fi9 

— 44 bZ 


Sequence 


4462, Ap 


1 fi 


fi7 
O / 


82. 


7 


9 fi Q 

o o y 


7 

f 


TTQ — 
UO 


ii — 
11 


19 9 — 
1Z z 


Q Q fi 

yob 


_ 1 ft 
loo 


Sequence 


185, App 


1 9 
1 / 


C 1 
D / 


82. 


7 


o o y 


1 


T T O 

Uo — 


11- 


1 o o 
1ZZ- 


yob 


1 QO 

-lo / 


Sequence 


187, App 


1 Q 
1 O 


bo 


81. 


5 


lo 


b 


Tic 

Uo- 


1 n 

iu- 


/i on 

4 yu- 


y 4 y 


o o 
-ZZ 


Sequence 


22, Appl 


1 Q 
1 Z) 


fi fi 
b b 


81. 


5 


1 Q Q 

i y y 


c 

b 


T TC 

uo— 


i n 
1 u- 


y o o — 


9 /l Q 

o4 y 


Q 1 1 fi 

- y ii b 


Sequence 


9116, Ap 


9 n 
z u 


b b 


81. 


5 


9 4ft 
Z 4 O 


c 
b 


TTQ — 
UO 


i n~ 
1 u 


y oo — 


94 0 

o 4 y 


_Q1 1 C 

y 1 1 o 


Sequence 


9115, Ap 


9 1 
Z 1 


c fi 
b b 


81. 


5 


9 A Q 

o 4 y 


c 
b 


TTQ 

uo— 


i n 
1U- 


y oo- 


O /I Q 

o4 y 


Q 4 fi 

- y 4 o 


Sequence 


948, App 


9 9 
Z Z 


fi 

b o 


80. 


2 


^ 9n 

4 ZU 


C 

b 


TTQ — 

uo— 


i n_ 
1 u 


y oo — 


9 4 0 

o4 y 


— 1 9 7 n Q 

— lo / u y 


Sequence 


13709, A 


9 0 
Z O 


fi c; 
bo 


80. 


2 


Q fi 9 
Ooo 


c 
b 


T TC 

Uo- 


i n 
1U- 


Q C 0 

y oo- 


O /I o 

o4 y 


O C A 1 Q 

-oo4 lo 


Sequence 


35418, A 


Z 4 


fi c. 
bo 


80. 


2 


fi 9 n 
boU 


c 
b 


T TO 

Uo — 


i n 

1 u- 


Q C O 

y oo- 


O A Q 

o4 y 


oc/in 
-oo4 1 / 


Sequence 


35417, A 


o c 
Z 0 


C O 


77. 


8 


lo 


b 


T TO 


i n 

iu- 


a Qn 

4 yu- 


Q/| Q 

y 4 y 


O 1 

-Z 1 


Sequence 


21, Appl 


o c 
Z D 


c o 
bZ 


76. 


5 


y o 


b 


US- 


i n 

iu- 


o c o 

y oo- 


o4 y 


o t n o n 
-olUoU 


Sequence 


31080, A 


Z / 


bZ 


76. 


5 


ICC 

loo 


c 
O 


T TO 

us- 


i n 
10- 


fl c o 

y oo- 


O /l ft 

34 y 


c n i o 
-oOlo 


Sequence 


5018, Ap 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result us-10-001-938-15 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
15.rai. 



start 



Go Back to p 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 / Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title: US-10-001-938-15 
Perfect score: 73 

Sequence: 1 FRSVSTSTTFVQGRR 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC__Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2 /iaa/ 6_COMB . pep : * 
/ptodata/2 /iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2/iaa/RE_COMB.pep: * 
/ptodata/2 /iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 

2 



73 100.0 
73 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 
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us - uy-z4o- /y bA— 1 y 4 0 y 


bequence 


1 Q A Q Q Tl 

i y 4 o y z a 


a 5 


*3 C 

3 5 


4 / 


. y 


910 
Z lb 


0 

z 


ttc ftQ A O Q flOQTv 1 99Q9 

us— uy-4o y-u3yA— 13 / o / 


bequence 


1 9 9 Q 9 Tv 
1 J / 0 / i A 


5 D 


*3 C 

3 5 


4 / 


. y 


A ft A 

404 


0 

z 


TTC ftQ ft/lft Q CQT\ 11 

us - uy-z4z-oo yA- 1 1 


b equence 


XX, AppX 


C 9 

57 


35 


A *7 

4 / 


. y 


A ft C 

405 


z 


ttc QQ C9Q no9 into 

us - oy-53o-uyz-iuoy 


bequence 


i nto tv m 

i u o y , Ap 


58 


35 


47 


. y 


A 1 <?" 

416 


2 


Tin a n ft^ft r\ 1 f A O C. 

US -09-949-016- / 4o5 


Sequence 


T/IOC TV 

/ 4 o 5 , Ap 


59 


35 


47 


.9 


448 


2 


US-09-902-540-16109 


Sequence 


16109, A 


60 


35 


47 


.9 


765 


2 


US-09-543-681A-4287 


Sequence 


4287, Ap 


61 


35 


47 


.9 


792 


2 


US-09-248-796A-18842 


Sequence 


18842, A 


62 


35 


47 


.9 


824 


2 


US-10-055-364-43 


Sequence 


43, Appl 


63 


35 


47 


.9 


874 


2 


US-08-804-439A-16 


Sequence 


16, Appl 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result us-10-001-938-15.r 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
15.rapbm. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 

US-10-001-938-15 
73 

1 FRSVSTSTTFVQGRR 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/USl0B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 
3 



73 
49 
44 



100.0 
67.1 
60.3 



15 4 US-10-001-938-15 
242 4 US-10-264-049-2674 
92 5 US-10-450-763-58559 



Sequence 15, Appl 
Sequence 2 674, Ap 
Sequence 58559, A 
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A 

4 


A A 

44 


60 


. 3 


i yr* yl 

164 


4 


US- 


10- 


ft yT *5 

363- 


ft ft ft ft A 1 

82 9-341 


Sequence 


341, 


App 


5 


it A 

44 


C ft 

60 


. 3 


o o i 
227 


A 

4 


us- 


1 ft 

10- 


ft o o 

220- 


i An ft ft ft 

120-322 


Sequence 


322, 


App 


6 


4 3 


c o 
oo 




o c 
oo 




T TO 

us- 


1 ft 

11)- 


A ft C 

42 5- 


115 — 2 4 2 y 4 y 


Sequence 


242949, 


7 


/I "3 

4 3 


C Q 
OO 


. 9 


ft 1 

97 


A 

4 


T TO 

us- 


1 ft 

10- 


/I ft C 

425- 


11C O /I C 1 1 o 

115-24 6113 


Sequence 


246113, 


8 


A ft 

42 


C ft 

57 


. 5 


T /lift 

147 3 


y| 

4 


T T O 

US- 


1 ft 

10- 


/I ft T 

437- 


963-111000 


Sequence 


111000, 


9 


4 1 


56 


. 2 


C ft 

52 


y| 

4 


US- 


1 ft 

10- 


/l ft c 

425- 


11c ftiftc^^r 
115-21054 6 


Sequence 


210546, 


10 


4 1 


5 D 


. 2 


ft ft /T 

32 d 


c. 

D 


T TO 

US- 


11- 


ft O yT 

096- 


c a o t\ ftoift 
oboA- loL 1 


Sequence 


7817, Ap 


11 


A 1 

4 1 


O D 


. 2 


O ft o 

32o 


yT 

D 


T TO 

US- 


11- 


ft ft C 

096- 


5 do A- / o 1 b 


Sequence 


7816 


/ Ap 


1 ft 

12 


A A 

4 0 


C A 
54 


o 
. o 


O ft 

83 


5 


T TO 

us- 


1 ft 

10- 


C 1 ft 

617- 


ft ft n /i ft /r o 
320-42 69 


Sequence 


4269 


, Ap 


1 ft 

13 


/! ft 

4 0 


54 


o 
. o 


1 ft o 

108 


5 


T TO 

US- 


T ft 

10- 


y*1 n 

617- 


ft ft ft C ft /l ft 

320-5049 


Sequence 


5049 


, Ap 


14 


40 


54 


. 8 


843 


4 


tin 

US- 


10- 


156- 


fty""i Tftftftft 

761-13999 


Sequence 


13999, A 


1 C 

15 


a ft 

4 0 


C /I 

54 


. 8 


o /i ft 
84 3 


5 


T T O 

US- 


1 ft 

10- 


ft ft ft 
732- 


ft ft ft 1 C ft ft 

923-1579 


Sequence 


1579 


, Ap 


1 6 


ft ft 

3 9 


53 


. 4 


80 


4 


T TO 

US- 


1 ft 

10- 


^ ft /i 
424- 


C ft ft ftftftl/1^ 

599-2 /314 4 


Sequence 


273144, 


17 


ft ft 

39 


c ft 

53 


. 4 


123 


A 

4 


T T O 

US- 


10- 


A ft ft 

437- 


ft/Tft IftftlftC 

963-12217 5 


Sequence 


122175, 


18 


ft r> 

3 9 


c ft 
53 


A 

. 4 


r r\ n 

509 


4 


T TO 

US- 


10- 


ft ft /i 
074- 


ft ft O T\ ft ft >1 

978A-204 


Sequence 


204, 


App 


1 9 


ft ft 

3 9 


c ft 
53 


. 4 


C ft ft 

509 


4 


T T O 

US- 


1 ft 

10- 


A ft /l 

074- 


ft ft O 7\ ft ft C 

9 7 8A-205 


Sequence 


205, 


App 


ft n 

z o 


ft Q 

3 9 


O J 


A 

. 4 


C ft ft 

509 


4 


T TO 

us- 


1 ft 

10- 


0/4- 


Q "7 O 7\ ft ft c 

y /oA-20b 


sequence 


206, 


App 


ft 1 

2 1 


ft ft 

3 9 


53 


yl 

. 4 


C 1 ft 

513 


r 

5 


T T O 

us- 


T ft 

10- 


ft ft ft 
/32- 


ft ft ft 1 Q O ft 

923-1992 


Sequence 


1992 


, Ap 


22 


ft ft 

3 9 


53 


. 4 


C ft Q 

52 9 


A 

4 


T TO 

us- 


1 ft 

10- 


/I ft H 


ft/-ft IftCITC 

y b3-1251 / 5 


Sequence 


125175, 


ft ft 

23 


39 


C ft 

53 


. 4 


591 


5 


us- 


10- 


< r n 

450- 


fty^ft yl O ft O ft 

763-48382 


Sequence 


48382, A 


O yl 

24 


ft ft 

38 


c ft 

52 


. 1 


325 


yl 

4 


us- 


10- 


o o o 

282- 


iftftTi /i c m /* 

122A-45976 


Sequence 


45976, A 


ft f~ 

25 


ft ft 

38 


52 


. 1 


i i 

339 


4 


us- 


10- 


i y\ yi 

104- 


r\ a ft ft o yi ft 

047-2843 


Sequence 


2843 


, Ap 


ft /T 

2 6 


ft O 

38 


C ft 

52 


. 1 


ft ft ft 
339 


6 


T TO 

US- 


li- 


ft ft ft 
072- 


C 1 ft ft O /I ft 

512-2843 


Sequence 


2843 


, Ap 


ft ft 

2 7 


38 


C ft 

52 


. 1 


ft ft ei 

396 


3 


T TO 

US- 


ft ft 
09- 


O ft c 

925- 


ft ft 1 O C ft 

301-852 


Sequence 


852, 


App 


2 8 


ft o 

38 


C ft 

52 


. 1 


yl ft ft 

432 


y| 

4 


T TO 

US- 


1 ft 

10- 


ft C A 

2 64- 


ft A ft ft ft 1 C 

04 9-2915 


Sequence 


2915, Ap 


2 9 


ft O 

38 


C ft 

52 


. 1 


C A ft 

540 


4 


T TO 

US- 


1 ft 

10- 


1 ft A 

104- 


ft A ft ft ft /I ft 

04 / -3 /4 / 


Sequence 


3747 


, Ap 


ft r\ 

30 


ft ft 

38 


C ft 

52 


. 1 


540 


6 


US- 


11- 


ft ft ft 
072- 


C 1 ft ft ft A ft 

512-3747 


Sequence 


3747 


, Ap 


ft 1 

31 


ft o 

38 


C ft 

52 


. 1 


C O ft 

582 


5 


T TO 

US- 


1 ft 

10- 


C ft c 

635- 


/i ft ft 1 /* 
40 /-16 


Sequence 


16, 


Appl 


32 


ft ft 

38 


52 


. 1 


622 


5 


US- 


10- 


y"" *3 C 

635- 


A /ft ft "1 ft 

407-138 


Sequence 


138, 


App 


"3 ft 

33 


ft o 

38 


C ft 

52 


. 1 


C ft ft 

623 


y| 

4 


T T O 

US- 


1 ft 

10- 


116- 


ft ft C 1 A A 

2 / 5-14 4 


Sequence 


144, 


App 


ft /i 
34 


38 


C ft 

52 


. 1 


/T ft ft 

623 


5 


T TO 

us- 


1 ft 

10- 


ft C ft 

753- 


ft C ft 1ft 

2 67-10 


Sequence 


10, 


Appl 


ft c 

35 


38 


C ft 

52 


. 1 


/JT ft ft 

623 


5 


T T O 

US- 


10- 


ft c c 

756- 


1 /I ft C ft /I ft 

149-5040 


Sequence 


5040 


, Ap 


36 


ft o 
38 


52 


. 1 


623 


5 


Tin 

US- 


10- 


f o c 

635- 


/I ft ft O 

407-8 


Sequence 


8, Appli 


ft ft 

37 


ft o 

38 


C ft 

52 


. 1 


/T ft ft 

623 


5 


T TO 

US- 


1 o 

10- 


yT ft C 

635- 


yl ft ft lift 

40 7-112 


Sequence 


112, 


App 


ft o 

38 


o o 

38 


52 


. 1 


623 


5 


T Tn 

us- 


10- 


635- 


A ft ft 1 1 /I 

407-114 


Sequence 


114, 


App 


ft o 

3 9 


ft o 

38 


C ft 

52 


. 1 


ft ft 
623 


5 


T TO 

us- 


1 ft 

10- 


c o c 
635- 


yi ft ft i i c 

40 /-lib 


sequence 


116, 


App 


A f\ 

4 0 


ft ft 

38 


52 


. 1 


y" ft ft 

623 


5 


us- 


1 ft 

10- 


yT ft C 

635- 


/I ft ft 1 1 o 

407-118 


Sequence 


118, 


App 


4 1 


ft ft 

38 


52 


. 1 


623 


5 


us- 


10- 


635- 


/i ft ft 1 ft ft 
407-120 


Sequence 


120, 


App 


42 


38 


C ft 

52 


. 1 


C ft ft 

623 


5 


T TO 

us- 


10- 


C ft c 

635- 


^ A ft i ft ft 
407-122 


Sequence 


122, 


App 


A ft 

4 3 


38 


52 


. 1 


623 


5 


T TO 

us- 


10- 


/r ft c 

635- 


A ft ft 1 ft A 

407-124 


Sequence 


124, 


App 


A A 

4 4 


ft o 

38 


52 


. 1 


623 


5 


T TO 

US- 


1 ft 

10- 


/JT ft C 

635- 


^ ft ft 1 ft c 

40 / -12 6 


Sequence 


126, 


App 


45 


38 


52 


. 1 


y* ft o 

623 


5 


T T O 

US- 


10- 


t? ft c 

635- 


/l ft ft 1 ft o 

407-128 


Sequence 


128, 


App 


yl /- 

4 6 


38 


52 


. 1 


y** O O 

623 


5 


US- 


10- 


635- 


yi ft ft i ft ft 

407-130 


Sequence 


130, 


App 


A ft 

47 


1 ft 

38 


52 


•* 

. 1 


623 


5 


T T /"I 

US- 


10- 


635- 


A ft ft 1 ft ft 

407-132 


Sequence 


132, 


App 


/I o 

48 


38 


52 


. 1 


yJT ft ft 

623 


5 


T T O 

US- 


1 ft 

10- 


y* ft C 

635- 


/i n ft i ft /i 
407-134 


Sequence 


134, 


App 


4 9 


38 


52 


. 1 


623 


5 


T T #"1 

US- 


10- 


635- 


/i y~» ft ift/" 
407-136 


Sequence 


136, 


App 


50 


ft ft 

38 


52 


. 1 


623 


5 


US- 


10- 


«■> r- 
635- 


yl ft ft 1 /| a 

407-140 


Sequence 


140, 


App 


51 


ft o 
38 


52 


. 1 


*C ft ft 

623 


5 


TTO 

US- 


1 ft 

10- 


ft C 

635- 


A ft ft 1 /I ft 

40 / -142 


Sequence 


142, 


App 


52 


ft ft 

38 


52 


. 1 


C ft ft 

623 


5 


TTO 

US- 


1 ft 

10- 


yT ft C 

635- 


40 / -144 


Sequence 


144, 


App 


53 


ft ft 

38 


52 


. 1 


623 


5 


US- 


10- 


y* - O C 

•635- 


yl ft ft -!./»/•' 

407-14 6 


Sequence 


146, 


App 


54 


i o 
38 


52 


. 1 


623 


5 


US- 


10- 


y"" O C 

•635- 


/I ft ft 1 A ft 

407-148 


Sequence 


148, 


App 


55 


38 


52 


** 

. 1 


623 


5 


us- 


10- 


•635- 


yi ft ft 1 c ft 

407-150 


ft _„ 

Sequence 


150, 


App 


56 


38 


52 


. 1 


f O *5 

623 


5 


US- 


10- 


/" ft c 

635- 


/I ft ft 1 C ft 

•407-152 


Sequence 


152, 


App 


57 


ft i"» 
38 


52 


. 1 


623 


5 


TTO 

US- 


10- 


/*■ ft c 
•635- 


yl ft ft 1 C A 

407-154 


Sequence 


154, 


App 


58 


38 


52 


. 1 


623 


5 


US- 


10- 


o ft o 
•878- 


r r yn f~ ft 

•556A-62 


Sequence 


62, 


Appl 


59 


38 


52 


. 1 


627 


5 


T Tft 

US- 


10- 


y ft rr 

•635- 


/i ft ft ift 
•407-12 


Sequence 


12, 


Appl 


60 


38 


52 


.1 


627 


5 


US - 


10- 


•635- 


407-14 


Sequence 


14, 


Appl 


61 


38 


52 


.1 


628 


5 


us- 


10- 


635- 


407-10 


Sequence 


10, 


Appl 


62 


37 


50 


.7 


58 


4 


us- 


10- 


•291- 


265-317 


Sequence 


317, 


App 


63 


37 


50 


.7 


58 


6 


us- 


11- 


•000- 


463-317 


Sequence 


317, 


App 


64 


37 


50 


.7 


70 


4 


us- 


10- 


•425- 


115-234142 


Sequence 


234142, 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
15-rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-15. rapbn. 

start 

Go Back to previous pao 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score 
Sequence : 



June 2, 2006, 19:30:30 ; Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 

US-10-001-938-15 
73 

1 FRSVSTSTTFVQGRR 15 



Scoring table: BLOSUM62 

Gapop 10,0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published Applications AA New:* 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 



* 
* 



/US 0 9_NEW_PUB . pep : 
/US 0 6_NEW_PUB . pep : * 
/US 07_NEW_PUB . pep : * 
/US 08_NEW_PUB . pep : * 
/PCT_NEW_PUB.pep: * 
/US10_NEW_PUB . pep : * 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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No . 


Score 


Match 


Length DB 


ID 










Description 


1 


/ J 


100 


.0 


15 


6 


US- 


10- 


/inn 

4 90- 


94 9 


-24 


Sequence 


24, Appl 


2 


"3 *7 
J / 


50 


.7 


150 


6 


Tin 
US- 


10- 


O C *3 

953- 


*5 ^ ft 

34 9 


-3o4 /y 


Sequence 


38479, A 


3 


3 D 


49 


.3 


164 


6 


us- 


10- 


C *5 

953- 


o >i ft 

34 9 


-3bb32 


Sequence 


36632, A 


4 


3 6 


49 


.3 


312 


6 


fin 

us- 


10- 


953- 


34 9 


-20 /09 

i 


Sequence 


20709, A 


5 


3 b 


49 


.3 


413 


6 


US- 


10- 


ft C "5 

953- 


34 9 


*7 O T /t 

- / 3 / 4 


Sequence 


7374, Ap 


6 


3 6 


49 


.3 


445 


6 


US- 


10- 


953- 


ft >i /-\ 
34 9 


ft ft T ft 

-7373 


Sequence 


7373, Ap 


7 


36 


49 


.3 


483 


6 


US- 


10- 


953- 


ft /i ft 
349 


ft ft ft o 
-7372 


Sequence 


7372, Ap 


8 


34 


46 


.6 


136 


7 


us- 


11- 


293- 


^ ft ^ 
697 


A A Ci A 

-4484 


Sequence 


4484, Ap 


9 


34 


46 


.6 


272 


7 


us- 


11- 


293- 


697 


-4608 


Sequence 


4608, Ap 


10 


ft /» 

34 


46 


.6 


325 


6 


US- 


10- 


953- 


ft A ft 

349 


ft ft ft -i 
-8881 


Sequence 


8881, Ap 


11 


34 


46 


.6 


331 


6 


US- 


10- 


953- 


ft yi ft 

349 


ft ft ft ft 
-8880 


Sequence 


8880, Ap 


12 


34 


46 


.6 


342 


6 


us- 


10- 


ATI 

953- 


ft A* ft 

349 


ft ft -7 ft 

-8879 


Sequence 


8879, Ap 


13 


34 


46 


.6 


838 


7 


US- 


1 1 

11- 


a ft r 

295- 


ft ft 
336 


ft 
-2 


Sequence 


2, Appli 


14 


33 


45 


.2 


126 


6 


US- 


10- 


953- 


34 9 


1 "7 ft -1 ft 

-17379 


Sequence 


17379, A 


15 


33 


45 


.2 


126 


6 


us- 


10- 


953- 


ft ^ ft 
349 


ft ft ft ft c 

-23925 


Sequence 


23925, A 


1 6 


33 


45 


.2 


134 


6 


us- 


10- 


953- 


ft ^ ft 
349 


-17378 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-16. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suqq 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
16.rai. 



start 



Go Back to previc 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 

US-10-001-938-16 
82 

1 PGMVQQIQSVCMECQ 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_CelerraJSIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC__Celerra_SIDS3 

5 : /EMC__Celerra_SIDS3 

6 : /EMC__Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2 /iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB . pep : * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB.pep: * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 
2 



82 100.0 
82 100.0 



397 1 US-08-868-288A-5 
397 2 US-09-235-373-5 



Sequence 5, Appli 
Sequence 5, Appli 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 
| 16-rapbm, 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
16.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:29:53 / Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title: US-10-001-938-16 
Perfect score: 82 

Sequence: 1 PGMVQQIQSVCMECQ 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 



2097797 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



% 

Result Query 

No. Score Match Length DB 



SUMMARIES 



ID 



Description 



82 100.0 



15 4 US-10-001-938-16 



Sequence 16, Appl 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
| 16-rapbn- 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 

938-16. rapbn. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:30:30 ; Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 



Title: US-10-001-938-16 
Perfect score: 82 

Sequence: 1 PGMVQQIQSVCMECQ 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 58871 seqs, 11565156 residues 

Total number of hits satisfying chosen parameters: 58871 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : Published_Applications_AA_New: * 

1: /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep:* 

2 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US06JSTEW_PUB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep: * 

4 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10_NEW__PUB.pep:* 

7: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMPiRIES 
Result Query 



% 
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(without alignments) 
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/ptodata/2/iaa/7_COMB.pep: * 
/ptodata/2/iaa/H_COMB.pep: * 
/ptodata/2/iaa/PCTUS_COMB.pep: 
/ptodata/2/iaa/RE_COMB.pep:* 
/ptodata/2/iaa/backf ilesl .pep: 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



76 100.0 
76 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 



http ://es/ScoreAccessWeb/Get!tem. action? Appld= 1 000 1 93 8&seqId=529252&ItemName=us . . . 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 2 of 51 



3 


ft c 
7 O 


inn 
1 UU 


. u 


Z f 1 


0 
Z 


Tip 

US- 


n o 
09- 


ft o o 


Q Q ft 1 

yy3- / 


C* \ 1 y*V V*\ 

becjuence 


/, App-Ll 


4 


7 6 


inn 
1UU 


. u 


Oil 

Z 1 I 


ft 

z 


us- 


n ft 

09- 


C A 1 

5U1- 


*7 1 A 1 


bequence 


/, Appil 


5 


1 O 


1UU 


ft 

. u 


"J O *7 


ft 

z 


TTO 

us- 


n q 

u y— 


y h y- 


ma 1 1 oco 
U ± b — J. 1Z bZ 


C /^c l l <ri v> 

bequence 


1 1 ft (Tft 7\ 

±1Z bZ , A 


c 
O 


i c 
1 o 


i nn 


ft 

. u 


*3 1 


1 


TTO 


n q 
U o — 


Q CO 

o bo — 


Z o oA b 


oequence 


b/ aHppXl 


ft 
1 


t c 
f o 


1UU 


ft 

. u 


*3 1 


ft 

z 


TTC? 

Ub- 


n q 

u y — 


O *5 d 


J / o— b 


bequence 


tCT T\ *ft\v% T t 

b, Appj.1 


o 
8 


ft £ 
/ O 


i nn 
1 UU 


n 
. u 


jjI 


ft 

z 


T TO 

us- 


n o 

u y - 


ooo- 


y y ^- b 


C? y**V /V4 * y«v «m jf-» 

oequence 


b, App±l 


y 


/ b 


i nn 
1 UU 


n 
. U 




ft 

z 


T TO 

us- 


n o 

uy- 


c n i 
oU± — 


/ 14 - b 


oequence 


b/ App±l 


t n 

10 


c ^ 

DO 


q c 
o b 


Q 

. o 


ooU 


1 


T T O 

US- 


n o 
Uo- 


o bo- 


ft Q ft T\ ft 


O j^s. y«# % i a v*\ /—i jt^i 

bequence 


ft 7\ VXT"* 1 A 

Of App±l 


11 


66 


o c 
o b 


o 
. o 


O *3 ft 

330 


ft 

2 


T T ft 

US- 


A ft 

09- 


ft ft c 

235- 


ft ft ft ft 
3 /3-3 


bequence 


O TV v\v\ 1 -i 

3, Appil 


"1 ft 

12 


p- /- 
66 


o c 
o b 


o 

. O 


O *5 ft 

330 


ft 
2 


T TO 

US- 


n ft 

09- 


ft o o 

388- 


a o ft ft 

y y 3-3 


bequence 


o, Appil 


13 


66 


8 6 


. 8 


*5 "5 ft 

330 


2 


T T ft 

US- 


ft ft 

09- 


C ft 1 

501- 


ft 1 A ft 

714-3 


Sequence 


ft TV w» 1 

3, Appil 


1 4 


4 5 


o y 


. Z 


O T Q 

3 / y 


ft 
Z 


T TO 

US- 


n o 
09- 


y b /- 


C C ft 7V ft 

OOZA-Z 


bequence 


ft 7\ v->>-\ 1 •{ 

Z/ Appil 


1 0 


/I c 

4 5 


o y 


. Z 


3 / y 


ft 
2 


T TO 

US- 


ft Q 

u y- 


OCT 

y b /- 


C C ft 7\ ft C 

55ZA-Zb 


bequence 


ft /T T\ v\n 1 

Zb/ Appi 


1 6 


/I C 

4 5 


o y 


. Z 


"3 "7 ft 

3 / y 


ft 
2 


T T O 

us- 


n n 
oy- 


ft C ft 

9b /- 


C C ft 7\ ft A 


bequence 


ft A TV nri 1 

oU, Appi 


1 ft 

17 


A C 

45 


by 


. 2 


O ft 1 

391 


2 


Tin 

us- 


ft ft 

09- 


ft C ft 

967- 


C C ft 7\ 1 o 

552A-18 


L> Af i v <is 

sequence 


1 O TV 1 

lo, Appi 


18 


41 


o 6 


. y 


A ft C 


Z 


T T O 

us- 


n o 

oy- 


1 ft A 

134- 


AAAr« y| con 

UUUC-4 DO U 


bequence 


*\ b o U , Ap 


1 9 


A 1 

41 


o o 


. y 


O C 1 

oof 


ft 

z 


T T O 

us- 


n ft 

oy- 


d a o 

bbo- 


C ft ft T3 ft 

b / oB-Z 


bequence 


ft Ti ->^>^ 1 ^ 

Z # Appil 


ft A 

2 0 


41 


0 J 


. y 


OOf 


ft 

z 


T T O 

us- 


1 A 

10- 


ft O Q 

3o y- 


C *3 ft ft 

o JZ -Z 


bequence 


ft TV r\n 1 A 

Z f Appil 


ft 1 

2 1 


41 




. y 


1 C r ft 


ft 

z 


T TO 

us- 


A ft 

oy- 


ft A A 

y 4 y- 


ni c cono 
01 b- bo Uo 


bequence 


com t\ n 
boU J, Ap 


ft ft 

22 


4 1 


oi 


. y 


1 C ft c 

1606 


ft 

2 


T TO 

US- 


A Q 

oy- 


y 4 y- 


rti /* ft ft ft 1 

Ulb- / 3 /I 


bequence 


foil, Ap 


ft *■» 
23 


40 


52 


. 6 


O ft "7 

207 


2 


T TO 

US- 


A ft 

09- 


ft A Q 

248- 


7 96A-15834 


Sequence 


loo J 4 , A 


24 


/i r\ 

40 


52 


. 6 


o c o 
268 


2 


T TO 

US- 


A ft 

09- 


O ft A 

2 / U- 


ftCft A A C 1 Q 

/ b / -44 519 


bequence 


A A C 1 ft TV 

4 f* o i y , a 


25 


39 


C 1 

51 


. 3 


1 T O 

178 


2 


T TO 

US- 


A ft 

09- 


1 A ft 

107- 


CftftTi ftft^A 

532A-3960 


Sequence 


o y b U , Ap 


O P" 

2 6 


39 


51 


. 3 


T ft /I 

184 


2 


T T O 

US- 


A ft 

09- 


T ft ft 

198- 


ZlCft7\ llftO 

452A-1138 


Sequence 


1 1 ft O T\ v-v 

1 1 3 o , Ap 


ft ft 

27 


ft ft 

39 


51 


. 3 


315 


2 


T T O 

US- 


A ft 

09- 


A ft O 

438- 


1 O C TV ft C 

looA-Z b 


bequence 


ft C TV v\vn 1 

Zb ; Appi 


ft o 

2 8 


ft o 

38 


c n 

5U 


. 0 


1 "3 ft 

130 


ft 
Z 


T T O 

us- 


A ft 

09- 


A O ft 

4o y- 


AftOTk llftftft 

UJyA-lloo / 


bequence 


-I -1 ft ft ft TV 

1 loo / i A 


ft ft 

2 9 


38 


50 


. 0 


•yen. 

165 


2 


T T O 

us- 


A ft 

09- 


ft A ft 

902- 


C/1A ICQQft 

540-i5y y / 


sequence 


1 C A ft ft 7V 

ioy y / , a 


ft ft 

30 


ft ft 

38 


50 


. 0 


A 1 A 

414 


ft 
2 


T TO 

US- 


A ft 

09- 


ft C ft 

252- 


y y l a- z / y / o 


sequence 


z / y / o / a 


ft "1 

31 


38 


50 


. 0 


/ICC 

455 


ft 
2 


T TO 

US- 


A ft 

09- 


O A ft 

902- 


C/IA 1 1 >l O A 

54U-114o4 


sequence 


1 1 /| O/l 7V 

114 o 4 / A 


ft o 

32 


ft O 

38 


50 


. 0 


473 


ft 
2 


T TO 

US- 


A ft 

09- 


4 o y- 


AOQ7V QTjn 

u^yA-y i 6 i 


bequence 


Q ft ft ft TV y^, 

y / o / f Ap 


1 ft 

33 


ft o 

38 


C ft 

50 


. 0 


7 64 


ft 
2 


T TO 

US- 


A ft 

oy- 


c o c 


O C O 1 c 

ooo-lo 


bequence 


1 o , App 1 


34 


38 


C ft 

50 


. 0 


1 C A 

764 


2 


T TO 

US- 


1 A 

10- 


ft ft A 

270- 


O ft O 1 c 

878-15 


Sequence 


10. TV >-v»-> 1 

lb, App 1 


35 


38 


50 


. 0 


ft '1 "7 

837 


1 


T T O 

US- 


A O 

08- 


680- 


ft ft C 1 T ft 

326-11 / 


Sequence 


lift ti _ _ 

11 / , App 


36 


38 


C ft 

50 


. 0 


i ft ft o 
1008 


1 


T T O 

US- 


A O 

08- 


d O A 

680- 


ft ft d ft A 

3Z6-3U 


Sequence 


ou f Appi 


37 


38 


50 


. 0 


1 ft ft ft 
1009 


1 


T T O 

US- 


ft o 
08- 


ez Q A 

680- 


ft ft C ft 1 

32 6-31 


Sequence 


O 1 TV *-»>-v 1 

61 ( Appi 


38 


38 


50 


. 0 


i ft o ~i 
1037 


2 


T TO 

US- 


A ft 

09- 


ft A ft 

902- 


C A A ft O /l C 

54U-yo45 


Sequence 


Q O A C TV n 

y o h o , Ap 


39 


38 


50 


. 0 


1341 


2 


T T ft 

US- 


ft ft 
09- 


ft C ft 

2 52- 


991A-2678 5 


Sequence 


OCTO C TV 

Z b / o o , A 


40 


37 


48 


. 7 


375 


2 


US- 


ft ft 
09- 


ft ft ft 
303- 


r i on f ft ft 

•518D-632 


Sequence 


C ft ft TV -w~. -v-* 

6 3 Z , App 


41 


37 


48 


. 7 


375 


2 


US- 


ft ft 
09- 


ft a ft 
303- 


pi On A 

•518D-634 


Sequence 


d ft A TV 

b o 4 # App 


/i /*~\ 

42 


37 


48 


. 7 


544 


2 


US- 


ft r» 
09- 


ft C ft 

•252- 


ftftlTV ft O ft ft C 

9 9 1 A- 28 9 95 


Sequence 


ft O Q Q C TV 

zby y o, a 


4 3 


36 


47 


. 4 


92 


2 


T TO 

US- 


ft ft 
09- 


ft A ft 

•902- 


c. a r\ ift/icft 

•54U-1345Z 


Sequence 


1 ft A C ft TV 

lo4 OZ # A 


4 4 


36 


47 


. 4 


165 


2 


T TO 

US- 


r\ ft 
09- 


ft C ft 

■252- 


ftftlTV ftlft/JTO 

•991A-31768 


Sequence 


ft -1 ft PT Q TV 

ol / bo, A 


/I c 

45 


o p- 

36 


47 


. 4 


o o o 

233 


ft 


T TO 

us- 


A Q 

oy- 


■4o 9- 


A ft Q TV 01 1 Q 

•u39A-yiiy 


bequence 


Q 1 1 Q 7At^ 

y i i y f Ap 


/i p- 
4 6 


ft P~ 

36 


47 


A 

. 4 


*5 ft 1 

301 


ft 
2 


T TO 

us- 


A Q 

uy- 


ft C ft 

Z5Z- 


A ft T T\ ftftCCC 

•y yiA-zzobo 


C p-^K iftf 1 1 P«\ >fti y"»« y«v 

bequence 


ft ft c a c tv 
ZZObO/ A 


A ft 

47 


ft c 

36 


47 


. 4 


o i /i 
314 


Z 


T TO 

Ub- 


n q 

• u y- 


o c o 
ZoZ- 


• y y ia— z b / z o 


b equence 


OfTTOQ TV 
Z D / Z O / /\ 


/i o 

48 


36 


47 


. 4 


ft c c 

355 


ft 

z 


TTO 

us- 


n q 

•oy- 


ft ft o 

•3Zo- 


o c ft a ft n n 
•ooZ - bZ / U 


bequence 


bZ / u , Ap 


4 9 


36 


47 


. 4 


/i ft ft 
4 98 


2 


TTO 

us- 


A ft 

•oy- 


/i ft ft 
•4 / /- 


a c ft ii/i 
ybZ-114 


sequence 


1 1 H , App 


50 


ft /" 
36 


47 


. 4 


f i ft 
610 


ft 
2 


TTO 

us- 


A O 

oy- 


ft /I o 

Z4o- 


TQC7V iTnftn 
• / y bA- 1 / U o U 


bequence 


1 fUoVf A 


51 


36 


47 


. 4 


/■* ft 
636 


2 


TTO 

us- 


A ft 

•oy- 


/I O ft 

•48 y- 


AftOTv 1 ft Q ji ft 

•U3yA-i3y4 / 


Sequence 


1 ft Q A ft TV 


52 


36 


47 


. 4 


651 


2 


TTO 

us- 


A ft 

•uy- 


ft ft 1 

•3 / 1- 


ft ft O 1 c 

•33o-lo 


Sequence 


1 C TV«-xv-.1 

10/ Appi 


53 


36 


47 


. 4 


T ft ft 
703 


2 


TTO 

us- 


T A 

10- 


i 1 ^ 
•llo- 


ft ft ^ ^ 
•32b-o 


Sequence 


b, Appil 


rr /i 

54 


36 


47 


/I 

. 4 


"i ft ft 
703 


2 


TTO 

us- 


1 A 

10- 


O A ft 

•803- 


ft ft "7 ^ 

•277-b 


Sequence 


b/ Appil 


55 


36 


47 


>• 

. 4 


ft ^ ft 
762 


2 


TTO 

us- 


1 A 

•10- 


1 1 /T 

■116- 


ft ft c /i 
■32 b-4 


^>k. ^ka*V V a*^fc a"^ 

Sequence 


^ , Appil 


56 


36 


47 


. 4 


ft /*■ ft 
762 


2 


TTO 

US- 


1 A 

10- 


O A ft 

-803- 


ft ft 1 A 

•Z / /-4 


sequence 


, Appil 


57 


p- 
36 


47 


. 4 


ft ft ft 
778 


2 


TTO 

us- 


1 A 

10- 


•lib- 


ft ft ^ ft 
•32 6-2 


Sequence 


ft 7V-.-.1 4 

Z, Appil 


58 


p*> 

36 


47 


. 4 


IIS 


2 


us- 


1 ft 

•10- 


r* ft ft 

•003- 


ft ft ft 
•690-2 


Sequence 


ft TV 1 -i 

2, Appil 


59 


36 


47 


.4 


IIS 


2 


us- 


•10- 


•803- 


•277-2 


Sequence 


2, Appli 


60 


36 


47 


.4 


898 


1 


us- 


•08- 


•465- 


-995A-4 


Sequence 


4, Appli 


61 


36 


47 


.4 


898 


1 


us- 


•08- 


•465- 


■994C-4 


Sequence 


4, Appli 


62 


36 


47 


.4 


898 


1 


us- 


•08- 


-966- 


-145-4 


Sequence 


4/ Appli 


63 


36 


47 


.4 


920 


1 


us- 


-08- 


-101- 


■593-4 


Sequence 


4, Appli 



http://es/ScoreAccessWeb/GetItem.action?AppId=10001938&seqId=529252&ItemName=us... 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 1 of 49 

» 



SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

17-rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
17.rapbm. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-001-938-17 
76 

1 GRRITTRRIMENGQE 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA__Main : * 

1 : /EMCJ^elerraJ3IDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra__SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 



76 100.0 



15 4 US-10-001-938-17 



Sequence 17, Appl 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
start 

Go Bac 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:30:30 ; Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 



Title: US-10-001-938-17 
Perfect score: 76 

Sequence: 1 GRRITTRRIMENGQE 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 



58871 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB . pep : * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No . 



Score 



% 



Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 

2 



76 
41 



100.0 
53.9 



15 6 US-10-490-949-26 
867 7 US-11-316-132-3 



Sequence 26, Appl 
Sequence 3, Appli 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-18. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
18.rai. 



start 



Go Back to previc 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 ; Search time 12.1854 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title : US-10-001-938-18 
Perfect score: 80 

Sequence: 1 QAYEVLSDAKKRELYD 16 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



/ptodata/2/iaa/5_COMB.pep: 
/ptodata/2/iaa/6_COMB.pep : 
/ptodata/2/iaa/7_COMB.pep : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 
2 



80 100.0 
80 100.0 



102 2 US-09-513-999C-5137 
127 2 US-09-370-838-199 



Sequence 5137, Ap 
Sequence 199, App 
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2 


us - 


A Q 

u y — 


DUX 


/ 1 4 — 0 


sequence 


0, App XX 


1 A 

1 U 


T o 
/ Z 


Q A 

y o 


ft 

. 0 


O O A 

3 30 


1 


TTO 

us- 


A Q 
Uo 


P CP 

o bo 


_ OP P7A "5 
-Zo OA 0 


sequence 


Of App XX 


1 1 


*7 O 

/z 


Q A 

y o 


ft 

. 0 


O O A 

330 


2 


TTO 

us- 


A Q — 

u y- 


Zoo 


-o/o—o 


sequence 


O/ AppXX 


1 ft 

12 


/Z 


Q A 
90 


ft 

. 0 


ft O ft 

330 


2 


us- 


A Q 

oy- 


■JQQ 

JO O 


Q Q O O 

- y y o — o 


Sequence 


3, ApplX 


1 ft 

13 


1 o 

/2 


ft. A 

90 


. 0 


O ft ft 

330 


2 


US- 


ft Q 

09- 


CAT 
001 


1 1 A O 

- / 14 -3 


Sequence 


ft TV — . w_ 7 J 

3, Appll 


14 


*7 ft 

70 


87 


. 5 


i ft ^ 
334 


3 


us- 


i ft 
10- 


42 9 


ft ft ft ft 

-22 3-3 


Sequence 


ft 7\ ^ „ 1 4 

3, Appll 


1 c 

lo 


/ u 


O "7 
O / 


. 5 


O O T 

33 / 


2 


TTO 

us- 


A Q 

u y- 


bbO 


-*i / yA— O 


sequence 


o / Appll 


1 b 


"7 A 


q n 


. 5 


3y / 


3 


T TO 

us- 


1 A 

iu- 


/i ft q 

42 y 


O O O O 

- z z o — z 


sequence 


O 7\ rvrv 1 -l 

Z, AppXX 


1 T 
1 / 


^ A 


O / 


r 

. D 


3y / 


3 


T TO 

us- 


1 A 
1 U 


/I ft ft 

fiz y 


0 0 O Zl 

-zz 0 — ft 


sequence 


H , AppXX 


1 Q 
1 O 


by 


o b 


. 2 


4 1 y 


1 


TTO 

us— 


ft Q _ 


bob 


— 41 *7 _ 0 

— 4 X / O 


bequence 


O/ AppXX 


i y 


C A 

b4 


O A 

o 0 


. 0 


ICO 

152 


2 


TTO 

us- 


A Q 

u y- 


OTA 

z / u 


t C7 a con o 
— / b / — 4 bZ / o 


sequence 


fi bZ lo, A 


O A 
Z U 


bft 


Q A 
O U 


. 0 


2 / / 


1 


TTO 

us— 


A C 
Uo 


p CP 

o bo 


0 P P 7\ "7 
-Z O OA / 


bequence 


/ , AppXX 


z 1 


C A 

b4 


Q A 
O 0 


ft 

. u 


2 / / 


ft 
2 


TTO 

us- 


A Q 

u y 


Zoj 


0 1 0 T 
— 0 / 0 / 


bequence 


/ / AppXX 


o o 
22 


b4 


O A 

80 


ft 

. 0 


2 / / 


2 


T T O 

us- 


A Q 

uy- 


OOP 

3oo 


ft ft ft T 

- y y o - / 


sequence 


/ , AppXX 


o o 
2 3 


a a 
b4 


O A 

oO 


ft 

. 0 


2 / / 


2 


T T O 

us- 


A Q 

oy- 


C A 1 

0U1 


n i a *7 
- / 1 4 — / 


sequence 


/ , AppXl 


O /t 

2 4 


b4 


O A 

oO 


ft 

. 0 


O ft "7 

32 / 


2 


TTO 

US- 


A Q 

oy- 


y 4 y 


-Ul b — 11Z bZ 


sequence 


X XZ bZ , A 


ft c 

25 


f- A 

64 


O ft 

80 


. 0 


351 


1 


Tin 

US- 


ft O 

08- 


o bo 


O O ft 7\ c 

-2o8A-b 


Sequence 


6, Appli 


ft /" 

2 6 


/- A 

64 


ft ft 

80 


. 0 


ft C T 

351 


2 


US- 


ft ft 
09- 


ft ft c 

235 


ft "7 ft f 

-373-6 


Sequence 


6, Appli 


ft "7 

27 


64 


O ft 

80 


. 0 


ft C 1 

351 


2 


TTO 

US- 


09- 


o o o 
388 


ft ft O 

-993-6 


Sequence 


6, Appli 


ft ft 

28 


64 


ft ft 
80 


. 0 


ft C 1 

351 


2 


US- 


ft ft 

09- 


Cftl 

501 


-714-6 


Sequence 


6, Appli 


o ft 

2 9 


/- ft 

62 


"7 *7 

77 


. 5 


^ A O 

34 8 


1 


TTO 

US- 


ft o 

08- 


ft n a 
9 /4 


-54 6-1 


Sequence 


1, Appli 


o. rv 

30 


62 


"7 1 

11 


. 5 


O "7 C 

375 


ft 
2 


TTO 

US- 


A ft 

0 9- 


O O o 

328 


O C O /IQO/I 

-302 -4 y o 4 


Sequence 


4 y o 4 / Ap 


ft "1 

31 


ft 

62 


11 


. 5 


ft ft T 

397 


2 


TTO 

US- 


ft ft 
09- 


ft A O 

248 


*7Q^7\ 1*7^ftO 

- / 9 6A-1 /628 


Sequence 


1 O O O 7\ 

1 / 62 o , A 


o ft 
32 


bl 


1 b 


. 2 


"7 C 

/ 0 


2 


TTO 

us- 


A Q 

o y- 


013 


-y y yc-bui b 


sequence 


b U 1 b , Ap 


o o 
3 3 


bl 


1 b 


. 2 


001 
3ol 


2 


TTO 

us- 


A Q 

oy- 


o c o 
202 


ftft-i7\ on i/i 

- y y ia-2 / 1 / 4 


sequence 


oonyi 7\ 
Z / X / H t A 


ft A 

34 


60 


1 5 


ft 
. 0 


51 


1 


TTO 

us- 


08- 


O A C 

34 6 


O /I ft 1 o 

-84 9-12 


Sequence 


1 O 7\ 1 

1Z, Appl 


3 5 


/T ft 

60 


75 


ft 
. 0 


51 


1 


TTO 

us- 


ft o 

08- 


ft ft n 

293 


ft O /I 7\ 1ft 

-284A-12 


Sequence 


1 O 7\ v\n 1 

1Z, Appl 


3 6 


60 


7 5 


. 0 


51 


2 


TTO 

US- 


ft o 

08- 


o ft o 
898 


ft ft ft ift 
-300-12 


Sequence 


1ft T\ __. T 

12, Appl 


ft "7 

3 7 


/*■ ft 
60 


7 5 


. 0 


51 


2 


TTO 

US- 


ft o 

08- 


O ft A 

824 


C 1 ft 1ft 

-513-12 


Sequence 


1ft 7\ _ „ T 

1 2 , App 1 


38 


60 


75 


ft 

. 0 


ft /i ft 
340 


1 


TTO 

us- 


ft o 

08- 


974 


C A C C 

-54 6-5 


Sequence 


0, Appll 


ft ft 

3 9 


60 


*7 C 

75 


. 0 


ft ^ ft 
340 


2 


TTO 

us- 


ft n 

09- 


ft A ft 

94 9 


ft i c a c ft i 
-016-6691 


Sequence 


6 b y 1 , Ap 


A ft 

4 0 


60 


75 


. 0 


*5 f n 

363 


ft 
2 


TTO 

US- 


ft ft 
09- 


ft A ft 

94 9 


ft i /* o o ft ft 
-016-88 99 


Sequence 


O O ft ft T\ _ 

o o y 9 , Ap 


A 1 

4 1 


60 


*7 C 

/5 


ft 

. 0 


o a 1 
391 


2 


TTO 

US- 


A ft 

0 9- 


ft A O 

902 


C/1A 1111A 

-540-11110 


sequence 


1 1 1 1 A 7\ 
11 1 1U , A 


/I O 

42 


C ft 

5 9 


"7 Q 
/ 3 


ft 

. o 


O Q O 

392 


2 


TTO 

us- 


A ft 

o y- 


TOO 

iy o 


/I C ft 7\ yi o 

-4 02A-4 o 


sequence 


4 o , Appl 


/I o 

4 3 


c ft 

5 9 


73 


o 


a r\ r 

406 


ft 
2 


TTO 

US- 


09- 


A ft O 

438 


1 O C 7V O /I 

-18 5A-3 4 


Sequence 


O A TV "1 

34, Appl 


A A 

4 4 


58 


72 


c 
. O 


4 9 


1 


TTO 

us- 


0o- 


ft A C 

34 6 


O >1 ft 11 

-84 9-11 


sequence 


11, Appl 


A C 

4 5 


58 


*7 ft 

72 


. 5 


4 9 


1 


T TO 

us- 


A O 

0o- 


O ft o 

293 


O O ^ 7\ 11 

-2o4A-ll 


sequence 


11 TV v>v\ 1 

11, Appl 


4 6 


58 


72 


. 5 


4 9 


2 


T TO 

us- 


A O 

08- 


8 98 


-300-11 


sequence 


1 1 7\ v>v^ 1 

11, Appl 


47 


58 


T ft 

72 


. 5 


49 


ft 
2 


T T O 

us- 


ft O 

08- 


ft ft A 

824 


C 1 ft 11 

-513-11 


Sequence 


11 7\ v^w 1 

11, Appl 


4 8 


58 


72 


. 5 


ft o r 

28 6 


2 


TTO 

us- 


ft ft 
09- 


ft A ft 

248 


*7ft/""T\ 1/Tftftft 

-796A-16992 


Sequence 


1 C Q Q O ~t\ 

16992, A 


A ft 

4 9 


58 


72 


. 5 


O IT ft 

358 


-i 
1 


Tin 

us- 


ft <*> 
08- 


c> /" ft 
868 


ft ft ft Tk 1 

-288A-1 


Sequence 


1, Appli 


C ft 

50 


58 


72 


. 5 


o c o 

358 


2 


TTO 

us- 


ft ft 
09- 


ft ft c 

235 


ft "7 ft 1 

-373-1 


Sequence 


1, Appll 


C 1 

51 


58 


T ft 

72 


. 5 


ft C ft 

358 


2 


us- 


ft r\ 

09- 


ft ft ft 
388 


ft ft ft i 
-993-1 


Sequence 


1, Appli 


52 


58 


*7 ft 

72 


. 5 


ft C ft 

358 


2 


TTO 

us- 


ft ft 
09- 


ft ft "i 
991 


i ft 1 i /i ft 
-181-148 


Sequence 


1 /I O TV v. 

1 4 o , App 


53 


58 


"7 ft 

72 


. 5 


T r o 

358 


2 


US- 


ft **» 
09- 


pfti 
501 


-714-1 


Sequence 


1, Appli 


54 


58 


"7 ft 

72 


. 5 


ft c o 

358 


ft 
2 


TTO 

US- 


ft ft 
09- 


ft ft ft 
990 


/l /I A "1 /I ft 

-444-148 


Sequence 


1 A O Tv w 

1 4 o , App 


55 


58 


72 


. 5 


ft C ft 

358 


2 


TTO 

US- 


ft ft 
09- 


ft ft i 
997 


ft ft ft i ^ ft 
-333-148 


Sequence 


1 4 o , App 


r- /<" 

56 


58 


72 


. 5 


ft c o 

358 


ft 
2 


TTO 

US- 


ft ft 
09- 


ft ft ft 
•992 


C ft ft T A ft 

-598-148 


Sequence 


1 4 o , App 


57 


58 


"7 ft 

72 


. 5 


O C ft 

358 


ft 
2 


TTO 

US- 


ft ft 
09- 


ft ft ft 
•989 


"7 ft C 1 A ft 

-735-148 


sequence 


1 A O TV v> »-> 

14o, App 


58 


58 


72 


. 5 


ft C ft 

358 


3 


US- 


0 ft 
09- 


r\ ft ft 

•989 


"1ft/" 1 A ft 

-726-148 


Sequence 


148, App 


59 


58 


72 


.5 


358 


3 


US- 


09- 


•997 


-514-148 


Sequence 


148, App 


60 


58 


72 


.5 


358 


3 


US- 


09- 


•989 


-728-148 


Sequence 


14 8, App 


61 


58 


72 


.5 


358 


3 


US- 


09- 


■997 


-349-148 


Sequence 


14 8, App 


62 


58 


72 


.5 


358 


3 


US- 


•09- 


-997 


-653-148 


Sequence 


14 8, App 


63 


58 


72 


.5 


358 


3 


US- 


•09- 


■989 


-293A-148 


Sequence 


148, App 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 

18.rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 

18.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:29:53 / Search time 81.0596 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title: US-10-001-938-18 
Perfect score: 80 

Sequence: 1 QAYEVLSDAKKRELYD 16 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



2097797 



Database : 



1 
2 
3 
4 
5 
6 



Published_Applications_AA_Main : * 

/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
/EMC_CelerraJSIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 
/EMC__Celerra_SIDS3 /ptodata/2 /pubpaa/US 1 l_PUBCOMB .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Query 

Score Match Length DB 



ID 



Description 



80 100.0 



16 4 US-10-001-938-18 



Sequence 18, Appl 
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o 

2 


o a 


1 A A 
100 


, 0 


TOT 

127 


3 


US- 


A ft 

09- 


TOO 

738 


-973 


-199 


Sequence 


199, App 


o 
3 


Q A 
O U 


1 AA 

1 uu 


. U 


TOT 
12 / 


o 

3 


us- 


A ft. 

09- 


ob4 


-133 


-199 


sequence 


i y y , App 


A 
4 


o U 


i nn 
1 UU 


A 

. u 


1 0 *7 
1Z / 


4 


T TO 


1 A 

1U- 


1 A A 

14 4 


-649A-199 


sequence 


i y y , App 


c 
0 


Q A 
O U 


1 AA 

1UU 


. u 


ZoZ 


4 


T TO 

us- 


1 A 

1U- 


OCA 

Z b4 


U *l «/ 


1 X J X 


sequence 


/I 1 Q 1 7\ ^ 

4 i y i , Ap 


/r 
O 


o U 


i nn 
1 UU 


. u 


3 y / 


o 
3 


T TO 

us- 


A Q 

u y- 


yiy 




-17ft 


sequence 


1 / o , App 


t 
f 


o U 


1 A A 

1 UU 


. u 


3 y / 


c 
0 


T TO 

us- 


1 A 

iu- 


A H O. 

4 /3 


-127 


-1138 


sequence 


113 8/ Ap 


Q 

O 


Q A 
0 U 


1 AA 

1 UU 


. u 


3 y / 


c 
O 


T TO 

us- 


1 A 

1U- 


4 /3 


-127 


-1139 


sequence 


lion ti _ 

1 1 o y , Ap 


Q 

y 


Q A 
O U 


1 A A 
1 UU 


. u 


O Q *7 

3 y / 


r 

b 


T TO 

us- 


1 A 

1U- 


A T O 

4 /3 


-127 


-1140 


l* jp^. _-_g i % _r_ hi-i _ u — ^ 

sequence 


1 1 A A t\ v-. 

114 0, Ap 


i a 
1U 


Q A 
O U 


1 AA 
1 UU 


. u 


O A *7 

3y / 


b 


T TO 

us- 


1 A 

1U- 


/l T O 

4 /3 


-127 


-1143 


Sequence 


1 1 A O tv 

114 3, Ap 


11 


O A 

8 0 


T A A 

100 


. 0 


o n "7 

397 


5 


US- 


1 A 

10- 


/I T O 

473 


-127 


-1144 


Sequence 


11/1/1 Tl 

114 4, Ap 


1 o 

12 


O A 

8 0 


1 A A 

100 


. 0 


OAT 

397 


5 


US- 


1 ft 

10- 


A T O 

473 


-127 


-1145 


Sequence 


1 1 A C Ti 

114 5, Ap 


1 o 

13 


O A 

8 0 


1 AA 

100 


. 0 


OAT 

397 


5 


trn 

US- 


1 ft 

10- 


T C /" 

756 


-149 


-4727 


Sequence 


A T O T ti 

472 7, Ap 


1 A 
1 4 


Q A 
O U 


1 AA 

1 UU 


A 

. u 


O A T 

39 / 


b 


T T O 

us- 


1 A 

10- 


631 


-467 


-559 


Sequence 


C C ft T\ 

559, App 


1 C. 


q n 
o u 


1 UU 


A 
. U 


o y / 


b 


T TO 

Ub— 


1 A 

iu- 


o to 


-556A-155 


sequence 


ICC TV wvi 

1 b b , App 


1 £ 

1 b 


Q A 

o U 


1 A A 

1 UU 


A 
. U 


^ A Q 

4 Uo 


b 


T TO 

us- 


1 A 

iu- 


4 bU 


T C O 

- / 63 


A A A A A 

-40099 


Sequence 


A A A A A T\ 

4UU99, A 


J. / 


"7 A 
1 4 


Q O 

y 2 


c 
• D 


o y / 


b 


T TO 

Uo — 


i A 

1U- 


bJl 


A C T 

-4 6/ 


1 o o c 

-138 6 


sequence 


1 O Q C TV v-^ 

1 3 o o , Ap 


1 ft 


1 *5 
/ -j 


Q 1 

y i 


• Z 


IUj 


4 


TTO 


1 u — 


/IOC 

4 Z O 


11C 

-lib 


O A C C A T 

-zybbU / 


sequence 


o A c C A 1 

z y b bu / , 


i y 


1 O 

/ 2 


O A 

y u 


A 
. U 


O /l o 

Z4Z 


4 


TTO 

US- 


1 A 

10- 


OCA 

2 64 


-049 


-2674 


Sequence 


O C T /l tv-. 

2 674, Ap 


o a 
2 0 


T A 


o / 


c 

. b 


O O /l 

334 


/i 
4 


Tin 

US- 


"1 A 

10- 


/I O ft 

42 9 


-223 


-3 


Sequence 


3, Appll 


O 1 

2 1 


T A 

70 


87 


. 5 


O O T 

337 


4 


T T /-* 

US- 


1 o 

10- 


TOO 

788 


-792 


-162 


Sequence 


162, App 


o o 

22 


T A 

70 


87 


. 5 


O O T 

397 


/i 
4 


Tin 

US- 


1 ft 

10- 


A O ft 

429 


-223 


-2 


Sequence 


Oj Tt ^_ T * 

2, Appll 


o o 

23 


T A 

70 


87 


. 5 


O AT 

397 


4 


Tin 

US- 


1 ft 

10- 


/I O ft 

429 


-223 


-4 


Sequence 


4, Appll 


o /I 
2 4 


C ft 

69 


86 


. 2 


59 


/I 
4 


US- 


1 ft 

10- 


/IOC 

425 


-115 


-337846 


Sequence 


O O T rt A /* 

337846, 


o c 

2 5 


69 


A C 

86 


. 2 


1 ft o 

103 


4 


US- 


1 ft 

10- 


/IOC 

425 


-115 


-205457 


Sequence 


O O C /ICO 

205457, 


o £ 
2 6 


c o 
69 


A C 

8 6 


. 2 


ICO 

153 


4 


us- 


1 ft 

10- 


/IOC 

425 


-115 


-295502 


Sequence 


o o c coo 

295502 , 


O T 

2 / 


69 


o 6 


. 2 


1 iCT 

167 


/i 
4 


US- 


1 ft 

10- 


T /T T 

7 67 


-701 


-39847 


Sequence 


O O O A T Tl 

39847, A 


Z o 


C Q 

69 


o 6 


. 2 


1 o o 

183 


/i 
4 


TTO 

us- 


1 ft 

10- 


/IOC 

425 


-115 


-295514 


Sequence 


O O C C 1 /I 

295514 , 


*> Q 

z y 


d y 


o b 


. Z 


i yz 


4 


T TO 

us- 


1 A 

iu- 


/IOC 

4Zb 


-115 


-295500 


Sequence 


O A C C A A 

Z9bb00, 


o A 
3D 


o y 


o c 
o 6 


. 2 


1 A A 

194 


/i 
4 


TTO 

us- 


1 A 

10- 


/IOC 

425 


-115 


-295516 


Sequence 


O A C C 1 /"" 

295516, 


o 1 

3 1 


69 


o 6 


. 2 


Oil 

211 


4 


TTO 

US- 


1 A 

10- 


T <r T 

7 67 


-701 


-47401 


Sequence 


A T /I O 1 t\ 

47401, A 


o o 
32 


C ft 

69 


o 6 


. 2 


O 1 o 

212 


4 


TTO 

US- 


1 A 

10- 


/IOC 

425 


-115 


-309309 


Sequence 


o o o o o o 

309309, 


o o 
33 


a 

69 


o c 

8 6 


. 2 


O 1 T 

217 


4 


TTO 

US- 


1 ft 

10- 


/I O /I 

424 


-599 


-271036 


Sequence 


O T 1 O O ^" 

271036, 


O A 

34 


69 


86 


. 2 


o o o 

232 


5 


US- 


i r\ 

10- 


480 


-988 


-22 


Sequence 


22, Appl 


o c 
3b 


C A 

69 


o c 

86 


. 2 


o el T 

267 


3 


TTO 

US- 


ft ft 

09- 


T /T A 

764 


-868 


-1164 


Sequence 


i i r a ti 

1164, Ap 


O /T 

36 


69 


8 6 


. z 


O /" T 

2 67 


3 


US- 


09- 


T /I 

764 


-891 


-4089 


Sequence 


A O O O •*« 

4089, Ap 


O T 

37 


f ft 

69 


86 


. 2 


O /" o 

3 63 


4 


US- 


i n 

10- 


/IOC 

425 


-115 


-304214 


Sequence 


O Oi il O 1 A 

304214 , 


O o 

38 


69 


86 


. 2 


O «*1 T 

397 


4 


US- 


10- 


1 O, Oj 

108 


-260A-3837 


Sequence 


O O O ^T -Vk 

3837, Ap 


3 9 


/" o 

69 


86 


. 2 


410 


4 


US- 


1 o 

10- 


424 


-599 


-271035 


Sequence 


271035, 


4 0 


a ft 

69 


8 6 


. 2 


A 1 T 

417 


4 


US- 


1 ft 

10- 


/l O A 

424 


-599 


-186616 


Sequence 


i o /■* i /" 

186616, 


/l i 
4 1 


69 


8 6 


. 2 


/l 1 T 

417 


4 


TTO 

US- 


1 A 

10- 


/I O A 

424 


-599 


-271037 


Sequence 


O T 1 O O T 

271037 , 


A O 

4 2 


69 


8 6 


. 2 


yi 1 T 

417 


/i 
4 


TTO 

US- 


1 ft 

10- 


/I O T 

437 


-963 


-194306 


Sequence 


1 O /I O O /" 

194306, 


A O 

4 3 


69 


86 


. 2 


yi 1 T 

417 


4 


TTO 

US- 


10- 


/IOC 

425 


-115 


-307680 


o 

Sequence 


o o ^ ^ o o 

307680, 


/I A 

4 4 


<r ft 

69 


8 6 


. 2 


VI 1 A 

418 


4 


TTO 

US- 


1 ft 

10- 


/IOC 

425 


-115 


-307678 


Sequence 


O O T ^* T O 

307 678 , 


/I c 
4 5 


<r ft 

69 


86 


. 2 


Aid 

418 


4 


TTO 

US- 


i r\ 

10- 


/IOC 

425 


-115 


-307679 


Sequence 


O O T /"TO 

307 679, 


A £ 

4 6 


£■ ft 

69 


8 6 


. 2 


A 1 A 

419 


A 

4 


TTO 

US- 


1 f~\ 

10- 


A O T 

437 


-963 


-194308 


Sequence 


1 O /I o o o 

194308, 


A T 

47 


69 


86 


. 2 


/tin 
419 


4 


TTO 

US- 


1 o 

10- 


T ^* T 

7 67 


-701 


-47403 


Sequence 


VI O A O O <y\ 

47403, A 


48 


69 


86 


. 2 


419 


4 


T T O 

US- 


10- 


/IOC 

425 


-115 


-266771 


Sequence 


O /^ ^1 ^T «1 

266771, 


/i a 
4 9 


69 


86 


. 2 


/lift 
419 


4 


TTO 

US- 


1 ft 

10- 


/IOC 

425 


-115 


-266773 


Sequence 


266773 , 


C A 


c o 

b y 


o c 

8 6 


. 2 


/l 1 A 

419 


4 


TTO 

us- 


1 A 

10- 


/IOC 

42b 


-115 


-266781 


Sequence 


O /" ^" T O 1 

266781 , 


C 1 

51 


^ A 

69 


86 


. 2 


/lift 
419 


4 


TTO 

US- 


1 ft 

10- 


/IOC 

425 


-115 


-305086 


Sequence 


O ft C ft o /- 

305086, 


c o 

52 


69 


86 


. 2 


/lift 
419 


6 


TTO 

US- 


1 1 

11- 


096 


-568A-21864 


Sequence 


21864, A 


c o 
b 3 


6y 


8 6 


. 2 


A O A 

420 


/i 
4 


TTO 

US- 


1 A 

10- 


/IOC 

425 


-115 


-266776 


Sequence 


O /f /* T T /" 

266776, 


C A 
D 4 


d y 


8 6 


. 2 


/I O 1 

421 


4 


TTO 

US- 


1 A 

10- 


/IOC 

425 


-114 


-63525 


Sequence 


/" O C O C Tl 

63525, A 


c c 
b b 


o y 


o 6 


. 2 


/I o ^ 

42 6 


4 


TTO 

US- 


1 A 

10- 


1 A O 

108 


-260A-4751 


Sequence 


/I T C 1 Tt — 

4751, Ap 


b D 


C A 

69 


8 6 


. 2 


A O O 

4 33 


A 

4 


TTO 

US- 


1 A 

10- 


/IOC 

425 


-114 


-60908 


Sequence 


/- O O O O Tl 

60908, A 


C T 


o y 


o c 

O D 


. 2 


/I /l Q 

4 4 9 


4 


TTO 

us - 


1 A 

10- 


/IOC 

42b 


-114 


-62758 


Sequence 


<!T O T C A T\ 

62758, A 


58 


69 


86 


.2 


449 


4 


us- 


10- 


425 


-114 


-63503 


Sequence 


63503, A 


59 


69 


86 


.2 


449 


4 


us- 


10- 


425 


-114 


-65975 


Sequence 


65975, A 


60 


69 


86 


.2 


449 


4 


us- 


10- 


425 


-114 


-73027 


Sequence 


73027, A 


61 


69 


86 


.2 


450 


4 


us- 


10- 


425 


-114 


-46482 


Sequence 


46482, A 


62 


69 


86 


.2 


450 


4 


us- 


10- 


425 


-114 


-51073 


Sequence 


51073, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

18-rapbn, 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-18. rapbn. 

start 

Go Back to previous pao 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:30:30 ; Search time 3.81457 Seconds 

(without alignments) 
48.509 Million cell updates/sec 

Title: US-10-001-938-18 
Perfect score: 80 

Sequence: 1 QAYEVLSDAKKRELYD 16 

Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 1000 



58871 



summaries 



Database : 



Published__Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 



a/US09_NEW_PUB.pep: * 
a/US06_NEW_PUB.pep: * 
a/US 07_NEW_PUB . pep : * 
a/US 08_NEW_PUB . pep : * 
a/PCT_NEW_PUB . pep : * 
a/US 10_NEW_PUB. pep: * 
a/USll_NEW_PUB.pep: * 
a /US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 



Query 
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r 

♦ 



1NO . 


C p /> y /*i 


Match 


Length DB 












Description 


1 


q n 
o u 


100 


.0 


16 


6 


T TO 


i n 
1U- 


4 y u- 


Q A Q 

y 4 y- 


Z / 


Sequence 


27, Appl 


o 

Z 


b -? 


86 


.2 


397 


7 


T TC 


i i 
11 


z y o— 


by / — 


9Q 99 


Sequence 


3837, Ap 


r> 
o 


c: q 
b y 


86 


.2 


417 


6 


TTO 


1 U - 


y 0o— 


34 y- 


i cm 
loo// 


Sequence 


16377, A 


A 

4 


a q 
by 


86 


.2 


419 


6 


tin 

Ub- 


iu- 


y oo- 


3 fi y- 


1 AC/I 

1U04 


Sequence 


1054, Ap 


0 


C Q 

by 


86 


.2 


426 


7 


t t e 


i i 
11- 


z y o- 


by / - 


4 /Ol 


Sequence 


4751, Ap 


D 


b b 


82 


.5 


156 


6 


T TC 


1 u 


y Do- 


9 /J Q 

o fi y — 


O Q O T C 

ZoZIO 


Sequence 


28215, A 


1 


bb 


82 


.5 


190 


6 


IIP 

us- 


1U- 


Q C O 

yo3- 


O A Q 

34y- 


O O O 1 /I 

zozl4 


Sequence 


28214, A 


o 
O 


bb 


82 


.5 


191 


6 


US- 


10- 


Q C O 

953- 


O /I Q 

34 9- 


O O O T O 

28213 


Sequence 


28213, A 


y 


bo 


81 


.2 


382 


6 


IIP 

US- 


10- 


9o3- 


O /I Q 

34 9- 


13710 


Sequence 


13710, A 


i n 
J. u 


b o 


81 


.2 


420 


6 


T TO 

Uo — 


l u — 


y o o— 


9 /J Q 

o fi y- 


1 9 9 n Q 

lo / u y 


Sequence 


13709, A 


± 1 


b4 


80 


.0 


16 


6 


TTC* 


1U 




Q A Q 


9 P 
Z o 


Sequence 


28, Appl 


1 9 
± Z 


£9 

bz 


77 


.5 


308 


6 


TTC — 
Uo 


1U 


Q 9 — 
O o 


9 /J Q _ 
O fi I? — 


9 9 Q 1 1 
OOO 11 


Sequence 


33811, A 


1 9 
J. O 


£9 

bz 


77 


.5 


336 


6 


TTC — 
UO 


i n _ 

1U 




9 A Q _ 


9 9 fi 1 fi 
OOO 1U 


Sequence 


33810, A 


1 4 


£9 
OZ 


77 


.5 


430 


6 


TTC_ 
UO — 


i n _ 
1 u — 


Q ^ 9 — 


9 /J Q_ 


99QfiQ 
OOO U ? 


Sequence 


33809, A 


1 0 




73 


.8 


332 


6 


T TC _ 

Uo — 


1 u 


y jo- 


9 /J Q _ 

o fi y - 


14 U / 


Sequence 


1407, Ap 


1 £ 
1 D 


C. Q 
O :? 


73 


.8 


367 


6 


TTC 

Uo — 


i n 
1 U 


y 0o— 


9 A Q 

o fi y- 


1 A fi C 
14 U b 


Sequence 


1406, Ap 


1 "7 


C. Q 

o y 


73 


.8 


456 


6 


TTC 

Uo- 


1 U — 


y 0o— 


•J /I Q 

3 fi y- 


1 A fi t 
14 U5 


Sequence 


1405, Ap 


1 O 


0 f 


71 


.2 


321 


6 


us- 


1U- 


y oo- 


34 y- 


q c n 

y 5U 


Sequence 


950, App 


1 Q 

i y 


o / 


71 


.2 


323 


6 


TTC 
US- 


i r\ 
1U- 


y o o- 


1/1 Q 

34 y- 


y 4 y 


Sequence 


949, App 


o fi 
Z U 


o / 


71 


.2 


349 


6 


tip 

Uo — 


1U- 


y o j- 


"3 A Q 

3 fi y — 


y 4 o 


Sequence 


948, App 


9 1 

z i 


C9 

O / 


71 


.2 


380 


6 


TTC 

Uo — 


1 U — 


y 0o— 


9 /! Q 

ofi y — 


/ 1 / 5 


Sequence 


7175, Ap 


Z Z 


C "7 

5 / 


71 


.2 


391 


6 


TTC? 

us- 


iu- 


Q C O 

y o3- 


34 9- 


T 1 T A 

IX /4 


Sequence 


7174, Ap 


Z J 


E. "7 
0 / 


71 


.2 


442 


6 


US- 


iu- 


Q C O 

y oj- 


O /I Q 

3 4 y- 


TITO 

/ 1 / 3 


Sequence 


7173, Ap 


Z 4 


O 4 


67 


.5 


189 


7 


no _ 
Uo — 


i i . 
11 


9 Q 9 _ 

z y o— 


b y / — 


4 0 0b 


Sequence 


4556, Ap 


9 C. 
Z 0 


0 4 


67 


.5 


389 


7 


TTC 

Uo — 


11 — 


1ZZ — 


y o b- 


IOC 

loo 


Sequence 


185, App 


9 C 
Z D 


R A 
O 4 


67 


.5 


389 


7 


TTO 

Uo 


1 1 
11 


1 oo 
1ZZ — 


y o b — 


1 Q "7 

lo / 


Sequence 


187, App 


Z / 


54 


67 


.5 


583 


6 


TTC? 

us- 


iu- 


y oo- 


3 4 y- 


O C A 1 O 

354 lo 


Sequence 


35418, A 


O Q 
Z 0 


Ofl 


67 


.5 


630 


6 


TTC? 

us- 


iu- 


yoo- 


*3 /l Q 

34 y- 


oc/in 
3541 / 


Sequence 


35417, A 


9 Q 

z y 


0 3 


66 


.2 


307 


6 


T TC 

Uo — 


1 u - 


y Oo— 


3 4 y- 


01 oo 
Zlo 3 


Sequence 


2183, Ap 


o a 

3U 


C *3 

oo 


66 


.2 


335 


6 


TTO 

US- 


10- 


Q C O 

y o3- 


34 9- 


O 1 o o 

2182 


Sequence 


2182, Ap 


O 1 

31 


c o 
53 


66 


.2 


343 


6 


US- 


10- 


n c o 

953- 


o yi o 

34 9- 


O 1 O 1 

2181 


Sequence 


2181, Ap 


o o 

3z 


c o 
OZ 


65 


.0 


60 


6 


TTO 

US- 


10- 


Cl c o 

y 53- 


O /| ft 

34 9- 


■J1 Aftl 

31081 


Sequence 


31081, A 


33 


0 Z 


65 


.0 


95 


6 


TTC? 

us- 


iu- 


y 53- 


O A Q 

3 4 y- 


31UoU 


Sequence 


31080, A 


O A 
3 4 


OZ 


65 


.0 


119 


6 


us- 


iu- 


Q C O 

y53- 


*3 /I Q 

34 y- 


5U1 9 


Sequence 


5019, Ap 


o c 
3 5 


OZ 


65 


.0 


119 


6 


TTC? 

US- 


1U- 


Q C O 

y 53- 


34 9- 


O O 1 C 1 

Zol ol 


Sequence 


28161, A 


J D 


OZ 


65 


.0 


147 


6 


TTC? 

us- 


10- 


o c o 

y 53- 


O /I ft 

34 y- 


281 60 


Sequence 


28160, A 


3 / 


OZ 


65 


.0 


155 


6 


T T C 

us— 


1U — 


y 03- 


O A Q 

34 y- 


OQ1 Cfi 

Zoi5y 


Sequence 


28159, A 


"3 Q 
3 O 


OZ 


65 


.0 


156 


6 


TTC 

Uo — 


i n 
1U — 


QC O 

y o 3— 


34 y- 


CA1 Q 

5Ulo 


Sequence 


5018, Ap 


3 y 


oZ 


65 


.0 


530 


6 


TTC 

Uo — 


1U — 


y 03- 


34 y— 


OACOC 

ZU5o5 


Sequence 


20585, A 


4 U 


ol 


63 


.7 


339 


6 


TTC? 

us- 


1U- 


y 53- 


O /I Q 

34 y- 


1 O A O O 

lz4ZZ 


Sequence 


12422, A 


4 1 


ol 


63 


.7 


379 


6 


T TC? 

us- 


1U- 


y 03- 


34 y- 


1 1 C/l c 

llb45 


Sequence 


11645, A 


A O 

4 z 


ol 


63 


.7 


468 


6 


T TC? 

US- 


iu- 


y 53- 


34 9- 


32244 


Sequence 


32244, A 


A O 
4 3 


ol 


63 


.7 


486 


6 


TTC? 

us- 


1 u- 


y 53- 


1 A Q 

34 9- 


32243 


Sequence 


32243, A 


4 4 


oO 


62 


.5 


391 


6 


T TC? 

us- 


1 u- 


y 53- 


O /I Q 

34 9- 


/ bz / 


Sequence 


7627, Ap 


A C 
4 5 


fi y 


61 


.3 


340 


6 


TTC? 

us- 


iu- 


y 53- 


34 y- 


Z43y3 


Sequence 


24393, A 


/I £ 
fi D 


A Q 

h y 


61 


.3 


427 


6 


TTO 

uo — 


1 u - 


Q ^ 9 

y o o — 


T /l Q 
o 4 y — 


Z4 3 yz 


Sequence 


24392, A 


A 1 
4 1 


/I Q 

4 y 


61 


.3 


445 


6 


TTO 

us— 


1 u - 


y 03- 


34 y- 


Z 4 3 y 1 


Sequence 


24391, A 


A O 

4 o 


A 1 
fl / 


58 


.8 


305 


6 


TTO 

us- 


iu- 


Q C O 

y 53- 


34 y- 


o O O ^ "7 

Z3o4 / 


Sequence 


23847, A 


4 y 


A C 
fl O 


56 


.2 


260 


7 


T TO 

us- 


11- 


o Q o 

zy3- 


C Q T 

by / - 


O A O G 

z4o 9 


Sequence 


2489, Ap 


£ A 
5 U 


/I A 

H fl 


55 


.0 


160 


6 


T TO 

us- 


iu- 


y53- 


O /l Q 

34 y- 


bo bU 


Sequence 


6860, Ap 


0 1 


fl fl 


55 


.0 


199 


6 


TTO 

US- 


i n 

iu- 


Q C O 

y 53- 


34 y- 


y ii b 


Sequence 


9116, Ap 


5Z 


A A 
fl 4 


55 


.0 


248 


6 


no 

us- 


1 u- 


y 53- 


O /I Q 

34 y- 


y 115 


Sequence 


9115, Ap 


c o 
53 


/I O 

4 3 


53 


.8 


161 


6 


TTO 

us- 


iu- 


y53- 


34 9- 


OTA AO 

3 /U9z 


Sequence 


37092, A 


54 


A O 

4 3 


53 


.8 


190 


6 


TTO 

us- 


1 u- 


y53- 


O A Q 

34 y- 


3 /uyi 


Sequence 


37091, A 


55 


42 


52 


.5 


138 


6 


us- 


10- 


953- 


349- 


20728 


Sequence 


20728, A 


56 


42 


52 


.5 


158 


6 


us- 


10- 


953- 


349- 


20727 


Sequence 


20727, A 


57 


42 


52 


.5 


159 


6 


us- 


10- 


953- 


349- 


20726 


Sequence 


20726, A 


58 


42 


52 


.5 


169 


6 


us- 


10- 


953- 


349- 


27713 


Sequence 


27713, A 


59 


42 


52 


.5 


465 


6 


us- 


10- 


953- 


349- 


8070 


Sequence 


8070, Ap 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-2. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
2. rah 

start 

Go Back to pre' 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title: US-10-001-938-2 
Perfect score: 82 



Sequence : 



1 RKAYKRLAMKYHPDR 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_ 

1 : /EMC 

2 : /EMC 

3 : /EMC 

4 : /EMC 

5 : /EMC 

6 : /EMC 

7 : /EMC 



Patents_AA: * 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
__Celerra_SIDS3 
_Celerra_SIDS3 
Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/ 6_COMB . pep : * 
/ptodata/2/iaa/7_COMB.pep: * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS__COMB.pep: * 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 

2 



82 100.0 
82 100.0 



52 1 US-08-346-849-8 
52 1 US-08-293-284A-8 



Sequence 8, Appli 
Sequence 8, Appli 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 

2.rapbm. 

start 

Go Back 1 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 

US-10-001-938-2 
82 

1 RKAYKRLAMKYHPDR 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 



2097797 



Database : 



1 

2 
3 
4 
5 
6 



Listing first 1000 summaries 

Published_Applications_AA_Main : * 

/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07__PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: 

SIDS3/ptodata/2/pubpaa/USlOB_PUBCOMB . pep : 

"qTn.q^ /r>1-nH*1-A / 9 /rm"hr>a 3 /ITS 1 1 PTIRHOMR . nen : * 



★ 



SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: 
/EMC_Celerra^SIDS3/ptodata/2/pubpaa/USlOB_PUBCOMB.pep- 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 



SUMMARIES 



% 

Query 



*o. 


Score 


Match 


Length 


DB 


ID 










Description 


1 


82 


100.0 


15 


4 


US- 


10- 


001- 


938 


-2 


Sequence 2, Appli 


2 


82 


100.0 


52 


4 


us- 


10- 


390- 


472 


-8 


Sequence 8, Appli 


3 


82 


100.0 


376 


4 


us- 


10- 


369- 


493 


-689 


Sequence 68 9, App 



http://es/ScoreAccessWeb/GetItem.action?AppId=10001938&seqId=529263«&ItemName=us... 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 2 of 48 



4 



A 
4 


P 9 

o Z 


i aa 
X UU . 


u 


9 9 C 

6 / b 


c 

D 


TTC — 


11 — 
XX 


u o u 


-d _ 99 
4 D 0 OZ 


O /^f i 1 rf-^ /-« 

ocquence 


9 9 TV r>r^ 1 

0 z 7 App X 


D 


P 9 

OZ 


1 aa 
1UU . 


U 


/I 9 C 

4 / b 


D 




i n — 

1U 


4 DU 


-9 C9 — ZIP 1 9A 
/ D040XOU 


O /"X 1 l r*^ 

oequence 


Zl P 1 9 A 7A 
40X0U / A 


C 
O 


7 Q 

/ y 


Q C 

y o . 




99 P 
o / 0 




UO 


i n- 

X u 


9fiQ 


-4Q9-91 9fiS 
h y o ouj 


o cquence 


91 9AC 7\ 
Z XO UD / r\. 


n 
1 


9 C 

/ D 


y x . 


c 
0 


9 9 P 
J / 0 




TTQ — 


i n — 
x u — 


9 CQ 


-Zl Q9-9P C 

4-70 000 


C /*Tf 1 \ >*> 

oequence 


9 P C 7\ y> r\ 
OOD/ ^>PP 


Q 
O 


9 9 
/ O 


P G 

o y . 


U 


1 CO 

X DO 


A 

fi 


T TC — 


i n_ 
x u 


4ZD 


_ 1 -I Zl— Z1PQ1 9 
XX4 40Z7XZ 


oequence 


A P Q 1 9 7\ 
4 0 y XZ 1 J\ 


Q 

y 


9 "3 
/ O 


P Ct 

o y . 


U 


o o c 
oZ b 


/i 
fi 


TTC 

Uo- 


i n _ 

X U 


Zl 9 ^ 
4ZD 


_1 1 C — 9AAZ1ZIP 
-XXD — OUU440 


oequence 


9 A A A A P 
O UU 4 4 0 / 


x u 


9 9 
/ O 


P Q 

o y . 


U 


9 C Q 

o by 


yi 
H 




i n — 

X U 


9 CQ 


-Zl Q9 — 1 Q C/J C 
450 X-/D4 D 


oequence 


1 QCZ1 C 7A 
X -? O 4 D / >v 


i i 
1 1 


9 1 
/ 1 


P c 
o D . 


b 


9 CO 

o bZ 


A 


TTC 


i n 
xu— 


9 CQ 

o oy 


-Zl Q9 — Q9 AC 

4 y o y OUD 


Sequence 


Q 9 A C 7Ar> 
y O U D / Ap 


1 0 
XZ 


9 1 
/ X 


P c 
0 D . 


b 


9 9/1 


yi 
4 


TTC — 

Uo 


i n_ 
x u— 


9 CQ 

o oy 


-Zl Q9 — 1 9CSP 
4 yo XODDO 


Sequence 


1 9 C CP 7i 
XODDO/ J\ 


1 9 
1 o 


9 1 
/ X 


P C 
0 D . 


b 


9 9 £ 


A 
4 


TTC 

Ub- 


i n 
x u— 


9 CQ 

o oy 


-Zl Q9 — 1 CP CQ 

-4 yo — XDODy 


sequence 


1 CP CQ 7A 
XDODy, A 


1 /I 
1 4 


9 1 


p c 
o b . 


b 


O "7 C 

j / b 


/i 

4 


T TC 

Ub- 


i n 
xu— 


9 CQ 

o by 


— Z1Q9 — 1 C/1P9 

— 4 yO — XD4 0 / 


sequence 


1 c a P9 7A 
XD4 0 / / A 


1 C 

1 D 


9 a 
/ U 


p c 
0 D . 


A 


9 9 n 

Z JU 


D 


TTC _ 

U o — 


i n_ 
xu— 


Zl C9 
4 D / 


-CC9 _ oo pp 
OD / — OO OO 


sequence 


9PP P 7Ar> 

0 0 0 0 / /\p 


1 C 
X 0 


CQ 


P A 

0 4. 


X 


9 9 C 

z / b 


4 


TTC — 

Uo 


1 n_ 

1U 


9 P 9 
Z OZ 


-1 997A-Z1999 C 
XZZ/A. 4 /ZZD 


s equence 


Zl 79 9 C 7A 
4 / ZZ D / /\ 


1 7 
J. / 


cp 

DO 


P 9 
OZ . 


Q 

y 


/I 9 
fiZ 


4 


TTC — 
Uo 


1 0— 
X u 


4 99 
4 0/ 


-QC9-1 9PA9C 
3DOX^OUOD 


oequence 


1 9P A 9 C 
X Z O U O D / 


1 P 
x 0 


CP 
DO 


P 9 
OZ . 


Q 

y 


1^9 
X Do 


A 
4 


TTC — 

Uo 


i n_ 
x u 


Zl 9 A 
4 Z 4 


_ CQQ — 9C9Z1Q9 
— Dyy— ZD / 4270 


sequence 


9 C7 Zl Q 9 

zd / 4 y O / 


X y 


CP 
DO 


P 9 
OZ . 


Q 

y 


1 cc 
x b b 


4 


TTC — 
Uo — 


i n_ 
xu 


Zl 99 
4 0/ 


— Q C9— 1 1 Q A9 p 

yoo xxyu / o 


sequence 


1 1 Q A7 P 
X x y U / O / 


o a 
z u 


cp 

DO 


P 9 
OZ . 


Q 

y 


1 cc 
x b b 


/I 
4 


TTC — 
UO 


i n_ 
xu— 


Zl 9 R 
4 Z D 


— 1 1 C — 99PAA C 
XXDZOOUUD 


oequence 


9 9P A A C 
ZOO UUD , 


9 1 
Z 1 


CP 
DO 


P 9 
OZ . 


Q 

y 


1 CP 

X bO 


4 


TTC 

Uo 


1 n 
xu— 


Z! 9 R 
4 Z D 


1 1 C — 9C9CC1 


sequence 


9 C9 C C 1 
Z DZ DDX, 


9 0 

z z 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 19 
Z X / 


4 


TTC — 
Uo 


i Pi— 
x u 


A *> A 
4 Z 4 


_CQQ_OC9Zl91 
Djj ZD / 4 / X 


oequence 


9 CO zl 7 1 
Z D / 4 / X / 


9 9 
Z 0 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 P 
Z 4 0 


4 


TTC 

Uo 


i n_ 
xu— 


Zl 9/1 
4 Z 4 


—CQQ— 1 Q1 Q1 9 

— d y y — x y x y x / 


sequence 


1 Q1 Q 1 7 

x y x y x / / 


9 Zl 
Z 4 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 9 C 
Z / b 


4 


TTC — 
U O — 


1 H — 

x u 


Zl 9Z1 
4 Z 4 


_ CQQ— 1 Q 1 Q1 C 

— DyyxyxyxD 


oequence 


1 Q1 Q1 C 
X y JL y ±0 1 


9 C 
Z D 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 9 C 
Z / b 


c 

D 


TTC _ 
Uo 


ii — 

XX 


O Q C 

u y D 


— C CP7A — P 9 P Q 
D DOH o z o y 


O rf-N ^ff 1 I V% jT^y 

o equence 


P 9 P Q 7A-r» 
0 z 0 y , Hp 


9 C 
Z 0 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 P Q 

z o y 


4 


TTC — 

Uo 


i n_ 
x u 


AO A 
4 Z 4 


_ CQQ— 1 Q99Q9 

— d y y — x y z / yo 


sequence 


1 Q9 7 Q 9 

x y z / y 0 / 


9 7 
Z / 


CP 
D 0 


P 9 
OZ . 


Q 

y 


9 n c 


D 


TTC — 

Uo 


ii — 
xx — 


n 9 Q 

uoy 


_999_ Zl 
— / ZZ — 4 


oequence 


4 / i\ppXX 


9 P 
Z O 


CP 
DO 


P 9 
OZ . 


Q 


99 C 
3 i D 


4 


TTC — 
UO 


i n - 
x u 


99 t\ 
O / D 


-01 fl-99 
U1U ZZ 


o equence 


9 9 7At\y^ 1 
Z Z / -"PP x 


9 Q 

z y 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 9 C 
j / b 


c 

D 


TTC — 
Uo 


ii — 

XX 


9 9 9 
Z OZ 


— Zl A C7A — 9 9 
4 U DA Z Z 


o equence 


9 9 7\ y-\r> 1 

z z / z-\ppx 


9 n 
O U 


CP 
DO 


P 9 
OZ . 


Q 

y 


9 9 P 
o / O 


/I 
4 


TTC — 

Uo - 


i n _ 
xu 


9 C Q 

o d y 


— Z1Q9 — PZ1CA 
4y004DU 


o equence 


P Zl C A 7Ar^ 
0 4 D U / f\p 


O 1 


C P 
DO 


P 9 
0 Z . 


y 


9 9 Q 

o i y 


A 
H 


TTC 

Uo — 


xu- 


9 C Q 

o oy 


A Q 9 9 9 *3 A 

— 4 y o — / oou 


sequence 


9 9 9 A 7i v> 
/ O O U / Ap 


"3 9 
O Z 


C P 

bO 


P 9 
O Z . 


y 


joU 


A 
H 


TTC 

Uo — 


xu— 


9 C Q 

o oy 


A Q 9 Zl C 9 9 

— 4 y o — 4 D / O 


sequence 


/l C9 9 7A*^> 
4 D / O / Ap 


O O 


C 9 

D / 


P 1 
O X . 


1 


XD 


A 


TTC 

Uo — 


xu— 


uux 


Q 9 Q 1/1 

— y oo — X4 


sequence 


1 /I 7Artv> 1 

X4/ AppX 


"3 /I 
O 4 


C 9 

b / 


P 1 

0 ± . 


1 


C P 

DO 


A 
4 


TTC 

Uo — 


xu- 


ooD 


Q 9 9 9 C C 1 

— y / / — / DDX 


sequence 


9 CC 1 7\ y-v 

/DDX/ Ap 


9 c 
o 0 


C9 

b / 


p 1 
0 1 . 


1 


c c 
bb 


b 


TTC 

Uo — 


1 1 
XX- 


n 9 Q 
uoy 


9 9 9 9 

- /zz— / 


sequence 


/ / AppXl 


o c 

O D 


b / 


p 1 
ol . 


/ 


by 


A 
H 


TTC 

us— 


xu- 


o oD 


QTl T C C O 

-y / / - / bbo 


sequence 


n C C *3 7\-r^ 

/ b b 0 / Ap 


9 9 
O / 


C 9 

b / 


p 1 
0 1 . 


/ 


P 9 
0 / 


A 

4 


TTC 

Uo — 


i n 

X u - 


X4 D 


C Q C Zl P 

-Dob— 40 


sequence 


40/ AppX 


9 P 
0 0 


C9 
D / 


p 1 
0 X . 


-7 

/ 


1 99 
XZ / 




TTC — 

Uo 


HQ — 

u y 


9 ^P 
/ 00 


_ Q99- 1 QQ 

y / o xyy 


oequence 


1 Q Q TV y-\ y-N 

±yy f App 


9 Q 

0 y 


C9 
D / 


p 1 
.0 1 . 


/ 


1 99 
XZ / 


•3 
O 


TTC — 

Uo 


u y 


P ^ Zl 
0D4 


— 1 99—1 QQ 

xooxyy 


C A /*f 1 1 A Y"» f* A 

oequence 


1 Q Q 7\ t~\ y> 

X y y 1 App 


a a 
4 U 


C7 
D / 


p 1 
0 X . 


/ 


1 99 
XZ / 


4 


TTC — 

UO 


i n — 
x u 


1 ZlZl 
X 4 4 


— CZ1Q7A — 1 QQ 

0 4 yj\ x y y 


0 equenc e 


1 Q Q 7\ nr\ 
X y y f App 


Zl 1 
4 1 


C9 
D / 


p 1 
0 X . 


1 


X D U 


4 


T TC — 

Uo 


i n _ 
x u 


/IOC 

4 ZD 


— 1 1 C_ 9AC9AA 
— XXD - ZUDZUU 


sequence 


9 AC9 A A 
Z UbZUU / 


A 9 
4 Z 


C 9 
b / 


p 1 
0 X . 


I 


1 £ A 

XD4 


4 


TTC 

Uo 


i n 
xu— 


/I 9 /I 

4 Z4 


CQQ 919QQ/1 

-oy y — zx / y y 4 


sequence 


9 1 7 Q QZl 

z x / y y 4 / 


Zl 9 
4 O 


C9 
b / 


p 1 
0 X . 


"7 
1 


9 9/1 


A 

4 


TTC _ 

Uo 


i n 
x u — 


1 C1 
X DX 


— A C 1 — 1 9Z1 

— UDX — Xo 4 


sequence 


19/1 TV r>v-» 
X04 / App 


/I /I 
q 4 


C 9 

b / 


p 1 


n 

f 


O *3 /l 
O J4 


b 


TTC 

Uo — 


1 1 
XX- 


uy / 


1/1*3 OOO/IO 

— X4o— ZZZ4Z 


O /Vt 1 V\ /*s, 

sequence 


9 9 9/19 7A 


A C 
4 D 


C 9 

b / 


p 1 
0 X . 


1 


9 C Q 

o b y 


o 


TTC 

Uo — 


u y- 


o y d 


Q 1 97A 1 P A 

— y X OA - X 0 U 


sequence 


1 PA TV ■y-«'v-\ 

X 0 U / App 


A C 
4 b 


C9 

b / 


p 1 
0 X . 


"7 

1 


9 C Q 

o by 


4 


TTC 

Uo — 


i n 
xu- 


ooD 


Q 9 9 9 C C C 

— y / /— /Dbb 


sequence 


7 CC C 7i-r\ 

/ b b b / Ap 


4 1 


C 9 

b / 


p 1 
OX . 


n 

I 


O "7 Q 

6 /y 


4 


TTC 

Uo- 


i n 

xu- 


*3 C Q 

o by 


/lQO OOH Q O 

-4 yo — ZZ /oo 


sequence 


9 9 9 P 9 74 
ZZ / 00, A 


A P 
4 0 


C 9 

b / 


p 1 
o X . 


n 
f 


9 Q9 

jy / 


*2 
O 


TTC 

Uo — 


n q 

u y- 


Q 1 Q 

y x y 


A 9 Q 1 9 Q 

— uoy — x / o 


O /vi 1 /x y\ /h /"^ 

sequence 


1 7 P 7\r>r> 
X / 0 / App 


A Q 

4 y 


C9 

b / 


p 1 
o X . 


n 

I 


•3 Q9 

o y / 


4 


TTC 

Uo- 


xu- 


1 A P 

xuo 


-Z bUA— oo o / 


C? /^ /v\ 1 /^ v> /^ 

s equence 


9 R 9 7 7Ar-v 
000 / / Ap 


D U 


C *7 

b / 


p 1 
0 1 . 


1 


O Q"7 

$ y / 


4 


TTC 

us— 


xu- 


A O Q 

4Z y 


OOO 9 


^ /X /VI 1 /% V\ /^ y**y 

sequence 


Z/ AppXl 


C 1 
D 1 


C9 

b / 


p 1 
0 X . 


1 


9 Q9 

o y / 


4 


TTC 

Uo — 


i n 

xu- 


AO Q 

4Z y 


OOO. A 
— ZZo — 4 


oequence 


A 7A 1 "i 

4 / App XX 


c o 
DZ 


C9 

b / 


p 1 
0 X . 


1 


9 Q9 


D 


TTC 

Uo — 


i n 

xu- 


Zl 9 9 
4 / O 


19 9 1 1 9 P 
— XZ / — XXoO 


oequence 


1 1 9 P 7Ar> 
XXOO/ Ap 


c o 
D o 


C9 

b / 


p 1 
0 X . 


1 


9 Q9 

o y / 


D 


TTC 

Uo — 


1 n 

xu- 


Zl 9 9 
4 /o 


19 9 1 1 OQ 

-xz / — xxoy 


sequence 


1 1 9 Q 7At^ 

xxoy/ Ap 


C /I 

D 4 


C 9 

b / 


p 1 
0 X . 


"7 

1 


9 Q 9 

o y / 


D 


TTC 

U o - 


i r\ 

xu- 


4 / o 


19 9 1 1 /I A 

-XZ / — XX 4 U 


s equence 


1 1 Zl A 7At^, 
X X 4 U / Ap 


D 0 


C "7 

b / 


p 1 

o X . 


f 


jy / 


D 


TTC 

U o - 


iu- 


4 / o 


ion 11/19 
— XZ /— XX4o 


s equence 


1 1 Zl 9 7Ar> 
X X 4 0 / Ap 


D D 


C *7 

b / 


p 1 

o X . 


1 


*3 Q 9 

oy / 


D 


TTC 

Uo - 


xu- 


4 / o 


1 OO 11/1/1 

— XZ / — XX4 4 


C? /n /vi 1 /^ v\ /^ /^ 

sequence 


1 1 Zl Zl 7Ar> 

X X 4 4 / Ap 


D 1 


b / 


ox . 


/ 


•3 Ct 1 

jy / 


D 




xu- 


/I T O 

4 / o 


1 O T 1 1 / C 
- 1Z /-114D 


sequence 


1 1 A C 7\ *^ 

X X 4 D / Ap 


c o 
DO 


b / 


0 1 . 


/ 


OCT 

oy / 


c 
D 


T T C 

us- 


10- 


/DO 


i /in /l *7 O *7 

- 1 4 y - 4 /z / 


sequence 


A 9 9 9 7\ v\ 

4 / Z / / Ap 


59 


C T 

0/ 




/ 


oy / 


D 


TTC 

US- 


10- 


631 


A C O C C Q 

-467-559 


Sequence 


d d y / App 


60 


67 


81. 


7 


397 


5 


us- 


10- 


-631 


-467-1386 


Sequence 


1386, Ap 


61 


67 


81. 


7 


397 


5 


us- 


10- 


878 


-556A-155 


Sequence 


155, App 


62 


67 


81. 


7 


403 


6 


us- 


11- 


•097 


-143-24405 


Sequence 


24405, A 


63 


67 


81. 


7 


403 


6 


us- 


11- 


•097 


-143-41904 


Sequence 


41904, A 


64 


67 


81. 


7 


408 


5 


us- 


10- 


•450 


-763-40099 


Sequence 


40099, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

2.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-2. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:30:30 



Search time 3.57 616 Seconds 
(without alignments) 
48.509 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-001-938-2 
82 

1 RKAYKRLAMKYHPDR 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 58871 seqs, 11565156 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 



★ 
★ 
★ 



/US09_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US 07_NEW_PUB . pep : 
/US 0 8_NEW_PUB . pep : 
/ PCT_NEW_PUB . pep : * 
/US 1 0_NEW_PUB . pep : * 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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i 



1MU . 




Match 




no 
DO 


XJJ 










Description 


1 

JL 


ft 9 
o z 


100. 


0 


X 3 


fi 




1 n_ 

X U 


4 q n — 

1 J u 


y 1 y 


9 

d 


Sequence 


3, Appli 


O 

Z 


fi7 
o / 


81. 


7 


X 3 


D 


TTft — 
uo 


X u 


4 QD- 

*i _/ U 


Q 4 Q — 
y *± y 


9 9 
z 0 


Sequence 


23, Appl 


9 

O 


fi7 
o / 


81. 


7 


9 Q7 


7 
t 


U O 




9 Q9- 


fiQ7- 
\j y 1 


9ft 97 
d 0 d / 


Sequence 


3837, Ap 


A 
4 


fi t; 


79. 


3 


q c; 
y 3 


O 


TTQ 

U b — 


i n_ 
xu 


Q c; 9 — 


94 Q_ 
d fl y 


9 1 nft n 

OXUOU 


Sequence 


31080, A 


C 

D 


fi 


79. 


3 


X 3 O 


D 


TTC — 

Ud 


1 n— 

1U 


Q R 9 — 
jjO 


9 4 Q - 
d fl y 


^ni ft 

3UX 0 


Sequence 


5018, Ap 


c. 
D 


D 3 


79. 


3 


9 9 
J j j 


O 


TTQ — 

Ud 


1 n _ 

IU 


Q R 9 — 


94 Q- 
d 1 y 


9 1 ft 9 
z x oz 


Sequence 


2182, Ap 


/ 


fi ^ 

D 3 


79. 


3 


9Z1 9 


o 


TTQ — 


1 0- 
X u 


Q ^ 9- 

-/ 3 d 


94 Q- 


9 1 ft i 
z x 0 X 


Sequence 


2181, Ap 


p 
o 


fi 9 


76. 


8 


9Z1 Q 
o fl y 


D 


TTQ — 


xu — 


33d 


94 Q- 
d fl y — 


Q4 ft 

y fi 0 


Sequence 


948, App 


Q 


fi 0 


75. 


6 


oob 


b 


TTC 

U 0 — 


1 n 
1 u - 


i?3o — 


9 4 Q 
d H y — 


0001 0 
000 xu 


Sequence 


33810, A 


i n 
x u 


fi9 
bZ 


75. 


6 


Zl 9H 
fi OU 


b 


TTQ — 
Ud 


1 n_ 

1U 


0^9 — 


94 Q_ 
d *i y - 


9 9 ft n Q 

ooouy 


Sequence 


33809, A 


i i 

JL X 


fi 1 
D X 


74. 


4 


a fit; 

ft C>3 


b 


TTQ — 
Ud 


1 n_ 
xu — 


Q ^ 9 — 


94 0- 

d fi y - 


ft m n 

OU / U 


Sequence 


8070, Ap 


1 9 
X Z 


fi 1 
O X 


74. 


4 


4 7 9 


o 


TTQ — 

Ud 


1 H- 

x u 


Q R 9- 


94 Q- 

d fi y 


ftnfiQ 
0 u d y 


Sequence 


8069, Ap 


1 9 
X O 


fil 

D X 


74. 


4 


4 ft 9 
fi O Z 


D 


TTQ — 

Ud 


1 n - 

X u 


Q R 9 — 
300 


94 Q- 

d fl -7 


ft n fift 
0 u bo 


Sequence 


8068, Ap 


1 4 
X 4 


fin 

D U 


73. 


2 


90^ 


C. 
D 


TTQ — 

Ud 


1 n - 
xu 


Q R 9 — 


94 Q- 

d fi y 


9 9ft 4 7 
Z O 0 fl / 


Sequence 


23847, A 


X o 




72. 


0 


X U 


D 


TTQ — 

Ud 


1 n — 
x u 


Q R 9 — 
y 3 d 


94 Q- 

d fi y 


9 ft 9 1 4 
Z O Z X fl 


Sequence 


28214, A 


1 fi 
X o 


3 y 


72. 


0 


1 Q1 

x y x 


b 


TTQ — 

Ud 


1 n_ 
xu— 


JJd - 


9 4 Q — 
d fl y — 


9 ft 9 1 9 
ZOZXO 


Sequence 


28213, A 


X f 


^ Q 
0 y 


72. 


0 




b 


TTC — 

Ud 


1 n_ 
xu 


i73d — 


9 4 0- 
d fl y 


Q 1 1 fi 

y xx b 


Sequence 


9116, Ap 


1 ft 
X 0 


3 y 


72. 


0 


9 Zl ft 
Z fi O 


b 


TTC — 

Ud 


1 n_ 
xu — 


Q t; 9 — 

i73d 


9 4 Q — 

d fi y — 


y xx3 


Sequence 


9115, Ap 


1 Q 
x y 


^ ft 


72. 


0 


9 7 9 
Z / -j 


D 


TTC — 

Ud 


1 n- 

1U 


Q ^ 9- 

yoo 


94 Q- 

JTJ 


4 4 fi4 
4 4 Ofi 


Sequence 


4464, Ap 


90 

Z U 


□ y 


72. 


0 


9Z1 Q 
J fi y 


D 


TTC — 

Ud 


i n - 
xu— 


Q ^ 9- 

_? 3 d 


94 Q- 

d fl y 


4 4 fi9 
4 4 OO 


Sequence 


4463, Ap 


Z X 


3 ^ 


72. 


0 


9 fi7 


b 


TTC — 
Ud 


1 n - 
xu— 


0^9 — 

JJO" 


94 Q- 

d fi y 


4 4 fi9 
4 4 bZ 


Sequence 


4462, Ap 


Z Z 


o y 


72. 


0 


9 ft Q 

o o r 


•7 


TTC 

Ud — 


1 1 
ix- 


19 9 

xzz — 


Q Q fi 

y 0 b- 


1 ft £ 

loo 


Sequence 


185, App 


9 9 

z o 


o y 


72. 


0 


9ft Q 

JO J 


•7 

/ 


TTC — 

Ud — 


11 — 
xx — 


19 9 — 

xz z — 


QQ fi- 

y 0 b— 


1 ft 7 
XO / 


Sequence 


187, App 


9 4 
Z 4 


r ft 
3 0 


70. 


7 


10 


b 


TTC — 

Ud 


i n_ 
xu 


4 on_ 
fiyu 


Q 4 Q — 

y fi y 


9 9 
ZZ 


Sequence 


22, Appl 


9 R 

z o 


ft 

3 0 


70. 


7 


Zl 9 fi 
fi Z O 


/ 


TTC — 

Ud 


ii — 

XX 


9 Q 9 — 
Z y d 


fiQ7 — 

by / — 


4 7m 
4 / 3 X 


Sequence 


4751, Ap 


9 fi 
Z O 


^ fi 
3 D 


68. 


3 


919 
Old 


b 


TTC — 
Ud 


1 n 
xu 


JJJ 


9 4 Q 

d fi y — 


9 9 7 7 4 
Z O / / 4 


Sequence 


23774, A 


9 7 
Z / 


t; fi 

3 t> 


68. 


3 


"3 Q Zl 


b 


TTC 
Ud — 


1 n 
xu — 


y 3d — 


*3 A Q 

0 fi y — 


0 *3 "7 "7 3 
Z O / / O 


Sequence 


23773, A 


9 Q 
Z O 


3 b 


68. 


3 


/on 


b 


TTC 

Ud — 


1 n 
XU — 


y 3d— 


•3 A Q 

d fi y- 


lo /uy 


Sequence 


13709, A 


9 Q 
Z 2? 


^ fi 

3 D 


68. 


3 


Rft 9 

JO J 


D 


TTC — 
Ud 


1 n _ 
x u — 


j3 d 


94 Q — 

d fi y — 


9 ^4 1 ft 

034 XO 


Sequence 


35418, A 


9 n 

o U 


^ fi 
3 D 


68. 


3 


t>U3 


b 


TTC 

Ud - 


1 n 
XU — 


y 3 d — 


*3 Zl Q 

0 fi y- 


ZU / b 


Sequence 


2076, Ap 


o X 


fi 
3 D 


68. 


3 


CI Q 


b 


TTC 
Ud~ 


1 n 

xu- 


300- 


O /I Q 

0 fi y- 


ZU / 3 


Sequence 


2075, Ap 


"5 9 
o Z 


fi 

3 D 


68. 


3 


fi9n 

DOU 


b 


T TC 

Ud - 


i n 
1 u — 


Q ^ Q 

yoo- 


3 Zl Q 

d fi y- 


om 4 
ZU / fl 


Sequence 


2074, Ap 


O .5 


R fi 
3 D 


68. 


3 


fi9H 


b 


TTC — 
Ud — 


i n_ 
x u 


Q ^ 9 — 

y 3 d 


3 4 Q- 

d fi y — 


9^417 
0041 / 


Sequence 


35417, A 




3 3 


67. 


1 


X 3 


b 


TTC 
Ud — 


i n 
XU — 


4 o n 
fi y U — 


Q A Q 

y fi y — 


9 1 
Z 1 


Sequence 


21, Appl 


J 3 


3 3 


67. 


1 


99ft 


b 


T TC — 

Ud 


i n_ 
xu — 


QCO_ 
JJJ- 


9 4 Q _ 

d fi y — 


9n 9 fii 
zuo bx 


Sequence 


20361, A 


"3 fi 
O O 


c c 
3 3 


67. 


1 


9 ft R 


b 


TTC 

Ud 


i n 
1 u 


Q ^ 9 

yoo- 


3 A Q 

d fi y- 


9 n 9 fin 
ZUo bU 


Sequence 


20360, A 


J / 


3 3 


67. 


1 


417 
fi X / 


b 


TTC — 

Ud 


i n _ 
xu 


Q 9 — 

y 3d 


3 4 Q_ 

d fi y 


1 fi 9 7 7 

x bo / / 


Sequence 


16377, A 


"5 ft 
O 0 


3 3 


67. 


1 


Zl 1 Q 
fi X y 


b 


TTC — 

Ud 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result US-10-001-938-2C 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
20.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 



Title: US-10-001-938-20 
Perfect score: 83 

Sequence: 1 SGPFFTFSSSFPGHS 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/ 6_COMB . pep : * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



83 100.0 
83 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 
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10/ AppX 


59 


37 


44 


.6 
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2 


us- 


•09- 


-252- 


-991A-24718 


Sequence 


24718/ A 


60 


37 


44 


.6 


203 


2 
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-09- 


-248- 


-796A-16268 


Sequence 


16268/ A 


61 


37 


44 


.6 


204 


1 


us- 


-08- 


-155- 


-171B-2 


Sequence 


2, Appli 


62 


37 


44 


.6 


204 


1 


us- 


-08- 


-435- 


-998-2 


Sequence 


2, Appli 


63 


37 


44 


.6 


267 


2 


us- 


-09- 


-270- 


-767-37278 


Sequence 


37278/ A 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 

20-rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
20.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 



Title: US-10-001-938-20 
Perfect score: 83 

Sequence: 1 SGPFFTFSSSFPGHS 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Publ i s he d_Appli c a t i on s_AA_Mai n : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 



Query 

Score Match Length DB 



ID 



Description 



83 100.0 



15 4 US-10-001-938-20 



Sequence 20, Appl 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

20.rapbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-20. rapbn. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title: US-10-001-938-20 
Perfect score: 83 



Sequence : 



1 SGPFFTFSSSFPGHS 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



1 
2 
3 
4 
5 
6 
7 
8 



Pub 1 i s h e d__App 1 i c a t i on s_AA_Ne w : * 

SIDS3/ptodata/2/pubpaa/US09_NEW_PUB . pep : * 
SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB . pep : * 
SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 



/EMC_Celerra 

/EMC_Celerra^ 

/EMC_Celerra_ 

/EMC_Celerra_ 

/EMC_Celerra 

/EMC_Celerra 

/EMC_Celerra 

/EMC Celerra 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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Result 



Query 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-21. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
21.rai. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title: US-10-001-938-21 
Perfect score: 78 

Sequence: 1 DGQLKSVTINGVPDD 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents__AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



78 100.0 
78 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
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start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title: US-10-001-938 -21 

Perfect score: 78 

Sequence: 1 DGQ LKS VT INGVPDD 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published__Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB 



ID 



Description 



78 100.0 



15 4 US-10-001-938-21 



Sequence 21, Appl 
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SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-21. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score 
Sequence: 



June 2, 2006, 19:30:30 / Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 

US-10-001-938-21 
78 

1 DGQLKSVTINGVPDD 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 



/US 0 9_NEW_PUB . p ep : 
/US 0 6_NEW_PUB . pep : 
/US 0 7_NEW_PUB . pep : 
/US 08_NEW_PUB . pep : 
/PCT_NEW_PUB . pep : * 
/US10_NEW_PUB . pep : 
/US 1 1 JSTEW_PUB . pep : 
/US 60_NEW_PUB . pep : 



* 
★ 
* 
* 

★ 
★ 
★ 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No . 
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Length DB 


ID 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
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Go Back to prev 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:37:25 ; Search time 14.6053 Seconds 

(without alignments) 
89.896 Million cell updates/sec 



Title: US-10-001-938-22 
Perfect score: 70 



Sequence : 



1 DLQLAMAYSLSEMEA 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_C0MB . pep : * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backfilesl.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



70 100.0 
70 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 



http://es/ScoreAccessWeb/GetItem.action?AppId=10001938&seqId=529277&ItemNam 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 2 of 50 



> 



•a 
3 


7 a 


1U0 


. u 


9 99 
£.11 


9 
z 


TTC — 


n q _ 
u y 




_ Q Q 9 — 9 


bequencc 


9 7AT9T91 "i 


A 

4 


7 a 
/ U 


XUU 


. U 


9 9 9 
Z / / 


z 


TTC 


A Q 

u y — 


0U1 - 


-91 A—l 
- / X 4 / 


C d 1 1 A /^» ^ 

bequence 




c 
O 


1 a 
/ u 


i on 
1 UU 


. U 


999 
OZ / 


9 

z 


TTQ — 


A Q _ 

\jj 




-HI £-1 1 9 69 
uxo xxzoz 


C a m ionr*o 
ocqucIlUc 


X X Z OZ / r\ 


D 


7 a 
1 u 


1 UU 


. U 


9^1 
O 0 X 


1 
X 


TTQ — 


A Q _ 
U 0 


OOO 


z 0 o/\ 0 


C A 1 O n O 


G\ Zlr^rO 1 
\j f i-ippj-J- 


1 


7 A 
/ U 


1 UU 


• U 


9^1 


9 
Z 


TTQ — 


A Q _ 


z 00 


_ 9 9 9 _ a 


C A tti 1 o n r 1 o 


O/ rVp^ll 


Q 

O 


9 a 
/ u 


i nn 
1UU 


. U 


9^1 
JjI 


9 
Z 


TTC _ 


A Q — 

u y — 


000. 
OOO 


_ Q Q 9 _ £ 

- 3 y O O 


C A ff 1 1 A A 

bCiLJUcriL.C 


O / /App J- J. 


Q 


7 A 


i nn 
x u u 


. U 


O OX 


9 

z 


Ub 


HQ — 
U3 




/ X 4 O 




£ 7AY9T91 1 

o i /~vppj.j_ 


i a 
1 u 


4 t; 

4 0 


£4 
04 


9 

. o 


b DO 


9 
Z 


Ub 


A Q _ 
U3 


^9ft- 


_AQ9 _ c;Q Q 
U -7 Z O -/ _v 




CLQQ TVTiTl 
sj _7 _? / rA.pp 


i i 
1 1 


4 n 
4 u 


0 1 


. X 


b y 0 


9 
Z 


Ub 


AQ_ 


Tin. 

/ 1U 


_99Q— 99PP 


C a m lonpp 
b ci^UcuL c 


99ftft an 

rap 


1 9 
Iz 


a a 
4 U 


£ 9 

5 / 


. 1 


one 

y U5 


9 
Z 


TTC 

Ub — 


AQ_ 

u y 


1 9 A . 


_AA1 r* — 99P9 
UU1U j / OZ 


C a rf\ i q y\ a 

bequence 


99P9 7Ai9 
o / 0 Z / r\p 


1 9 

13 


9 Q 

3 y 


5 5 




b4Z 


9 

z 


TTC 

Ub- 


A Q 

u y — 


y 4 y • 


_ A 1 £—1 A9P 9 
UX0XUZ0O 


O A /"Y 1 1 Q /*" A 

bequence 


1 A9 P 9 7A 
IUZOj, rA 


1 4 


9 Q 

3 y 




■7 


con 

by u 


z 


TTC 

Ub - 


A Q 

U 0 - 


Q9 1 . 

y / X* 


- u 0 y 0 


O a /Ti i a n r* a 

becjuence 


o / r\ppx x 


1 O 


9 Q 

3 y 


jj 


•7 


can 
b y u 


9 

z 


Ub 


1 A — 
X U 


XX / 


- £ A4 7A — £ 
DU4A 0 


Q a m lannfi 

bequcnue 


O^ rippXX 


X D 


9 Q 

o y 


O 3 




9 9 £ 

/ / b 


9 

z 


TTC _ 

Ub 


A Q _ 

u y 


ZOO 


-9 9 t;n_ 1 n 

Z Z OU X u 


b cquciiuc 


1 0 7AT9T91 

lUf r^pp J. 


1 "7 
X / 


9 Q 

o y 


O 0 




9 9 9 


9 

z 


TTC — 

Ub 


A Q _ 

U3 


QA Q. 
27 4 -/ 


-Hi 6— 6^4n 

UX0004U 


b C^LtCil*— C 


fi^4n a-n 


1 P 
1 0 


9 P 


t 4 
O 4 


9 

. 0 


A 99 
4 / Z 


9 

z 


TTC — 
Ub _ 


A p _ 
UO 


Q9 

y f 0 


_ 9 C. C. _ 1 9 
z 0 O X / 


C A fTI 1 A fl A 

b cquciit C 


1 9 Ann! 
X / / r^.ppj- 


1 Q 
1 y 


9 £ 


O X 


A 

. 4 


1 £/J 
X b4 


9 
Z 


TTC — 

Ub 


HQ — 


1 9/J- 
X O 4 


_nnir- ^ 9 1 6 


C a m iotipp 


c;oi c nr> 


z u 


9 £ 
o b 


O X 


/I 


zi 9 
4 z 0 


9 
Z 


TTC — 

Ub 


A Q _ 

U-7 


040 


- 6R 1 7A-7 H4 9 

OO Xrt / U1 z 


C A m 

o cquciiuc 


704° An 
/Wit./ -*VP 


Z 1 


9 C 

3 b 




. 4 


0U0 


9 
Z 


T TC _ 
Ub 


1 A_ 
X U 


1 C\A . 
1 U 4 " 


-A/19 _ 9 1 P £ 
U 4 / ~"ZXO D 


C a /~fi lonno 

bcquciiLc 


Z X O O j r\p 


o o 
ZZ 


9 c 
3 o 


51 


. 4 


Q 1 9 
OX3 


9 

z 


T TO 
Ub~ 


A Q 

u y - 


Q £ A 

y b4 ■ 


QQQ 9 C 

-o y y-z o 


O a n\ i a m a 

bequence 


z o / /\ppx 


9 9 
Z 3 


9 a 
3 b 


0 1 


A 

• 4 


0 y b 


1 
X 


TTC — 
Ub - 


A Q _ 
U 0 


U30 


_9 99 _9 
/ O / Z 


C A m 1 OT~l /"« A 

ocquciiL. c 


9 7ArM9l "i 
Z / rnppx J. 


9 /I 
Z 4 


9 a 
3 b 


O 1 


A 

. 4 


0 y b 


1 
X 


TTC — 

Ub 


A P — 
U 0 


A P A. 
4 0 U 


- 1 4 c; — 9 
~ X 4 O Z 


CAmiATl/^A 

ocquciiL C 




9 c: 
Z 0 


9 c 
3 b 


O X 


. 4 


0 y b 


1 
X 


TTC — 

Ub 


AP — 
U 0 


A 1 9 . 
4 / / 


- 9P Q_ 9 

- o o y z 


bequence 


9 7Ai9r>1 i 
Z / r\ppXX 


Z 0 


9 £ 

3 D 


51 


A 

, 4 


0 y b 


0 

z 


T TO 

Ub- 


A Q 

uy- 


COO 

53 0 


A Q 9 1119 

- u y z — x XX3 


O /f i l y> a. 

bequence 


1119 7Ar>> 
ill J/ Ap 


O 9 
Z / 


9 C 

3 b 


ol 


. 4 


0 y b 


9 

z 


TTC 

Ub- 


AQ 

uy- 


Q A Q 

y 4 y 


UlD- bX 0 0 


bequence 


Cite: 7\r\ 
O X O O / r\p 


9 Q 
Z O 


9 C 

3 b 




. 4 


Q Q9 

0 y / 


X 


T TC 

Ub — 


AP 

uo 


A Q R 

u y 0 


_9 99 _ A 
1 O 1 — 4 


bequence 


4 TAnrsl i 
4 / r\ppX X 


9 Q 

z y 


9 C 

3 b 




A 

. 4 


Q Q 9 

0 y / 


X 


TTO 
Ub - 


A P 
Uo - 


A P A . 
4 0 U 


_ 1 /l C _ 4 
- X 4 0 — 4 


bequence 


4 f r\ppx X 


30 


9 £T 

3 b 


5 1 


. 4 


O Q 9 

0 y / 


X 


TTO 

Ub- 


A O 

U 0 - 


All 
4 / /' 


9 P Q A 

- o o y — 4 


bequence 


A TV nn 1 T 

4 f AppXX 


O 1 

3 1 


9 <T 

3 o 


51 


. 4 


Q 9 £T 

yz b 


z 


T TO 

Ub- 


A Q 

uy- 


y 4 y 


A1C 1ACP9 

-Ulb— XUboo 


bequence 


1UDOJ/ A 


9 9 

3 Z 


9 t 
6 0 


ou 


. U 


1 1 Q 

xx y 


9 

z 


TTC — 

Ub 


A Q_ 

u y 


01 j 


_ Q Q Qp_ C O A R 


b e que lice 


^P4P a-n 
O O 4 O / *VP 


9 9 
3 3 


9 ^ 

3 0 


OU 


. U 


1 cc 
XOO 


9 

z 


TTC — 

U b 


A Q_ 

u y 


.9 1 A 
/ X U 


_99Q_9/1/1 


C A /Tl 1 A TI f* A 

bequence 


94 4 ai9r , i 
o 4 4 / "P P 


9 A 


9 R 

3 0 


OU 


. u 


9 9 R 
ZZO 


9 

z 


TTC — 

Ub 


AQ_ 

uy " 


0 4 *5 


_ p i n _ /l QP 9 

DoiA 4 yo / 


C a rxi l a n r* a 

bequence 


4 Q P 9 an 
4 -7 O / / .Mp 


9 c 
3o 


9 C 

35 


5U 


. U 


/IOC 

4 3b 


9 

z 


TTO 

Ub- 


AQ 

uy- 


Q A 9 

•yuz 


_ c /i n _ 1 cc4p 
-04U — Xbb4o 


bequence 


1 ^<^4 R Zi 
X O 04 0 / rA. 


9 C 

3 b 


9 £ 

3 5 


OU 


. U 


541 


z 


T TC 

Ub - 


AQ 

uy- 


Z OZ 


— QQ1 7A — 9 1 1 99 

— y y x a - z x x o z 


bequence 


91 1 99 a 

Z X X O Z / -H. 


9 9 

3 / 


9 C 

35 


5U 


. U 


COO 

b3Z 


9 

z 


TTO 

Ub- 


A Q 

u y- 


0 0 y 


_QC1 _9 

- y ox z 


bequence 


9 Qnn 1 -i 
Z ^ rippil 


9 o 
3o 


9 C 

35 


5U 


. U 


Q 9 9 

o3Z 


9 

z 


TTO 

Ub- 


1 A 

xu- 


/l C/l 

■4 b4 


Q 9 Q 9 

y o y z 


bequence 


Z / AppXX 


9 d 

3 y 


9 C 

3 5 


5U 


. U 


1 U5o 


z 


TTO 
Ub~ 


1 A 

xu- 


a a a 
■4 b4 


Q 9 Q A 

y o y 4 


O ^ /TT 1 A VI /*» A 

b equence 


4 / AppXX 


4 0 


9 C 

3 5 


5U 


. U 


1 1Z1 


z 


TTO 

Ub- 


A O 

u y- 


Q A Q 

■ y 4 y 


m c iia/ip 
-Ulb— 11U4B 


bequence 


1 1 A 4 P TA 
X X U 4 0 i A 


4 1 


9/1 C 

34 . 5 


4 y 


9 

. 3 


A Q C 

4 0 b 


9 

z 


TTO 

U b - 


A Q 

uy- 


■ 4 0 y 


— A9Q7A— PI PI 

u o y/\ — o x o x 


C a i a y*i /"^ a 

b equence 


Ol Ol 7\~1 

O X O X / -"P 


/I 9 

4 z 


9 A 

3 4 


/I Q 

4 o 


. b 


a q 
y 0 


9 

z 


TTO 

Ub - 


n q _ 
uy - 


. 9 9 A 

z / u 


_ 969— CL9P4Q 

/o / o /04y 


C A /Tl 1 A V\ /"^ A 

bequence 


R7 P 4 Q a 
D f O H y f rv 


/I 9 

4 3 


9 yi 
3 4 


A Q 

4 o 


, b 


T 9 1 

131 


9 

z 


TTO 
Ub*" 


A Q 

• uy- 


9 9 A 

z / u 


9^9 919^9 
- /O / Ol / OZ 


C A 1 1 A 1T\ A 

b equence 


917^9 a 
Ol / OZ / A 


/i /i 
4 4 


9 /I 

34 


4 o 


. b 


191 

131 


9 

z 


TTO 

U O 


A Q 

■ u y- 


.99 A 

•z / U 


9^9 4£Q9Q 

— / o/ 4by / y 


C A /"fy 1 A V~\ f A 

bequence 


4 o y f J i A 


A C 

4 o 


9 /I 

34 


/l Q 

4 o 


. b 


9 1 Q 

Zlo 


9 

z 


TTO 

Ub- 


A Q 

■ u y - 


. R/l 9 
'04 O 


-DO 1A- / OZO 


C A ^"T1 1 A t~+ A 

b equenc e 


7 9 9 ci 7\-n 
/ J Z O / r\p 


4 o 


9 /I 

34 


4 o 


. b 


9 Q Q 
ZOO 


9 

z 


TTO 

Ub- 


A Q 

• u y - 


19/1 

•X3 4 


a A Ar» cton 
-UUUL-OOZU 


C A /"T 1 1 A f~* A 

b equence 


CCOfl Tin 
O O Z U j Ap 


/l "7 

4 / 


9 /I 

3 4 


A O 

4o 


. b 


9 A 9 
3U3 


9 

z 


TTO 

Ub- 


A Q 

• u y- 


Z OZ 


QQi a 99991 

- y y xPl— z / o o x 


b equence 


9 7 9 9 1 a 
Z / o -3 X / A 


4 8 


34 


48 


. b 


9 19 

31z 


z 


T TO 

Ub- 


A Q 

uy- 


9 /l O 

Z 4 0 


— / y bA— X b U b b 


b equence 


X bu b b / A 


4 9 


34 


A O 

48 


. 6 


9 9/1 

334 


1 


T TO 

Ub- 


AO 

Uo- 


a a a 
• b4 b 


o o 1 "\ a 
— yaX-Xb 


bequence 


1 £ 7Ar\r\1 
ID, AppX 


50 


9 /I 

34 


A O 

4 o 


. b 


351 


9 

z 


T TO 

Ub- 


A Q 

• u y- 


• y 4 y 


A1 C—PA1 c 

-Ulb-oUl b 


O a rti 1 a n /■» a 

b equence 


PHI £ lln 
ouio, ^P 


C 1 

51 


9 A 

34 


>1 O 

4o 


. b 


AH C 

4 / b 


0 

z 


T TO 
Ub™ 


A Q 

- u y- 


9 9 A 

■z / u 


9C9 49^4£ 
— / b / 4 Z 0 4 b 


bequence 


4 9^4^ a 
4 Z O 4 O , A 


C 9 
OZ 


9 /I 

3 4 


A Q 

4 o 


. b 


A 9 Q 
4/0 


9 

z 


TTC 
Ub 


A Q 

u y 


9 1 ^ 

/ID 


— Q £4R— 1 49 
3 b4 D X 4 Z 


C A /*T1 1 A A 

bequence 


14 9 Unn 
X 4 Z / -r-\p p 


53 


9 /l 

3 4 


A O 

4 o 


. b 


55 / 


9 

z 


us- 


-09- 


•248 


— / y o/\ x o 4 o o 


O A /"Y 1 1 A T*» ^ A 

bequence 


1 R4 Ci ^ a 
X O 4 O O / ri 


5 4 


9 /I 

34 


A O 

4o 


. b 


C 9 1 

5 /I 


9 

z 


us- 


■09- 


■489 


A9Q7i_1 /199/i 
- Uj y A - X 4 o o 4 


b equence 


14 9 9 4 a 
11 jjI f ri 


55 


9 /I 

3 4 


/I o 

4 o 


. b 


bUl 


9 

z 


us- 


■09- 


•902 


c /] A — 1 1 1 1 P 
— 04U — XXXXo 


O A /~tt t A Y*l /■■*• A 

bequence 


1 1 1 1 p a 

XXXXO, ri 


5 D 


9 /I 

3 4 


A Q 

4 o 


. b 


C A 1 

bUl 


9 

z 


us- 


■09- 


-902 


c/iA— 1 ^4A9 
— 04U X04 U / 


C A rt 1 1 A V\ <*"* A 

bequence 


1 ^4 07 a 

X O 4 U / , ri 


C 9 

5 / 


9 /I 

34 


A Q 

4 o 


. b 


/lb 


1 
1 


us- 


■08- 


-372 


d t;9 — 4 
— bOZ — 4 


O A rf \ 1 A T\ A 

bequence 


4 / r\ppXX 


58 


O A 

34 


48 


. 6 


716 


5 


PCT-US95- 


i COI 1 A 

lb311-4 


bequence 


4/ AppXX 


59 


34 


48 


.6 


774 


2 


US- 


■09- 


-252 


-991A-29487 


Sequence 


29487, A 


60 


34 


48 


.6 


923 


2 


US- 


■09- 


-252 


-991A-27148 


Sequence 


27148, A 


61 


34 


48 


.6 


2172 


1 


us- 


■08- 


-611 


-107-31 


Sequence 


31, Appl 


62 


34 


48 


.6 


2257 


1 


us- 


-08- 


-611 


-107-10 


Sequence 


10, Appl 


63 


34 


48 


.6 


2257 


1 


US- 


-08- 


-422 


-560A-10 


Sequence 


10, Appl 



http ://es/ScoreAccessWeb/GetItem. action? Appld= 1 000 1 93 8& seqId=529277«&ItemName=us. . . 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 1 of 54 



SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

22.rapbm. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-22. rapbm. 
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Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 2, 2006, 19:58:51 ; Search time 63.3553 Seconds 

(without alignments) 
109.671 Million cell updates/sec 

Title: US-10-001-938-22 
Perfect score: 70 

Sequence: 1 DLQLAMAYSLSEMEA 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 2097797 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA__Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 
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5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_CelerraJSIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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% 
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6/5 95, A 


A C 

45 


36 


51 . 


4 


/i /i r> 
448 


4 


US- 


1 ft 

10- 


ft ft ft 
•282 


iftft-n ft/"01ft 

-122A-76817 


Sequence 


T CO 1 ft TV 

76817, A 


A /" 

4 6 


3 6 


51 . 


4 


C ft ft 

508 


ji 
4 


US- 


1 ft 

10- 


1 ft X 

•104 


ft /I ft ft 1 0 c 

-047-218 6 


Sequence 


ft 7 O C Ti«y 

Z 1 0 b , Ap 


A "7 

47 


36 


51 . 


4 


C ft 0 

508 


6 


US- 


1 1 

11- 


ft ft ft 
072 


C 1 ft ft 1 0 f 

-512-2186 


Sequence 


ft 1 O C TV m 

Z 1 0 6 , Ap 


48 


36 


51 . 


j* 
4 


c cn 

557 


4 


TTO 

US- 


1 ft 

10- 


1 ft c 

195 


ft C ft 1 ft 

-962-10 


sequence 


1 A TV mm 7 

1U, Appl 


A A 

4 9 


ft /T 

36 


51 . 


4 


/T ft. c 

b9o 




TTO 

US- 


ft 0 

09- 


0 n ft. 

8 90 


COO T ft A 

-688-130 


f* A m ^ 1 m v% ^* ^ft 

sequence 


1 O A 7\ m 

loU, App 


C ft 

50 


36 


51 . 


4 


813 


3 


TTO 

US- 


ft ft 
09- 


ft C A 

■964 


ft ft ft ft c 

-8 99-25 


sequence 


O C 7\ MV-S 7 

ZO, Appl 


51 


36 


51 . 


4 


0 1 ft 
813 


r 

5 


US- 


1 ft 
10- 


ft "7 C 

•975 


C ft ft ft c 

-523-25 


Sequence 


ft C TV MM 1 

Z5, Appl 


52 


36 


51 . 


4 


0 ft /1 
824 


6 


US- 


1 1 
11- 


ft ft 1 
•097 


1 /1ft 1 ft ft c 

-143-10065 


Sequence 


1 A A C C TV 

1UU65, A 


53 


36 


51 . 


4 


ft ft A 

824 


6 


TTO 

US- 


1 1 
11- 


ft ft ft 
•097 


i /ift iftftftft 
-143-10092 


A~+. .nJ ^ « -.1-1 ^— v 

Sequence 


1 A A O ft TV 

luuyz, a 


C /I 

54 


36 


51 . 


4 


ft C ft 

952 


4 


TTn 

US- 


1 ft 
•10- 


ft /" r» 
•369 


/Iftft C ft ft ft 

-4 93-5327 


Sequence 


C ft ft ft 7V m 

53Z / , Ap 


55 


36 


51 . 


4 


1 1 ft 1 
1101 


6 


US- 


11- 


ft ft "i 
•097 


1 /I ft ft C /" A 

-143-9564 


Sequence 


ft C C A TV m 

9564, Ap 


56 


36 


51 . 


4 


1 ft ft 
1369 


4 


US- 


1 ft 

10- 


•437 


fty^ft Ift/lftftft 

-963-184093 


Sequence 


1 O A ft ft ft 

184 093, 


57 


36 


51. 


4 


1676 


4 


US- 


10- 


■128 


-714-8246 


Sequence 


8246, Ap 


58 


36 


51. 


4 


1809 


5 


us- 


10- 


•745 


-237-54 


Sequence 


54, Appl 


59 


36 


51. 


4 


1809 


6 


us- 


11- 


•097 


-143-13683 


Sequence 


13683, A 


60 


35 


50. 


0 


55 


4 


us- 


10- 


•424 


-599-195544 


Sequence 


195544, 


61 


35 


50. 


0 


57 


4 


us- 


10- 


■425 


-115-308575 


Sequence 


308575, 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
start 

Go B 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:45:07 ; Search time 3.55263 Seconds 

(without alignments) 
48.831 Million cell updates/sec 



Title: US-10-001-938-22 
Perfect score: 70 

Sequence: 1 DLQLAMAYSLSEMEA 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 



/US09_NEW_PUB . pep : * 
/US 0 6_NEW_PUB .pep:* 
/US 07_NEW_PUB . pep : * 
/US08_NEW_PUB.pep:* 
/ PCT_NEW_PUB . pep : * 
/US 1 0_NEW_PUB . pep : * 
/US 11_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 

2 



70 100.0 
41 58.6 



15 6 US-10-490-949-31 
117 7 US-11-293-697-2985 



Sequence 31, Appl 
Sequence 2985, Ap 
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T TO 
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24 / - 


yi O "7 _ 

4 3/- 


1 A 
14 


C" 1 <■ <M >n« 

bequence 


14, Appl 


4 


3 0 


bU 


. U 


O Q A 

2 0 4 


6 


us- 
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Q C O 
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*3 A Q 

04 y — 
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b 
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o4 y — 


O / OZ 


bequence 


O n Q O 7\ t-n 

0 / 0 Z / Ap 


y 


34 


4 o 


. b 


/l Q Q 

4 y y 


b 


TTC 


1 U 


A C O 

y b 0 — 


"3 A Q _ 

o4 y 


J / Ol 
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3/81, Ap 


± u 


*3 /l 
3 4 


/I Q 

4 o 


. b 


ceo 
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b 


tto 
Ub- 


1U — 


y b 3 — 


Q A Q — 

34 y — 


9 1 q n 
J / 0 u 


bequence 


*3 9 Q n T\y-\ 

3 / 0 U , Ap 


1 1 

1 1 


o o 
32 


4 b 


. / 


11/1 
114 


b 


T TO 

us- 


1U- 


yb3— 


O A Q 

3 4 y- 


y y bb 


bequence 


y y b b , Ap 


1 o 
12 


o o 
32 


/I c 

4 b 


. / 


1/10 
142 


b 


TTO 

us- 


1U- 


A C O 

yb3- 


o yi Q 

3 4 y- 


y y b4 


sequence 


Q O C A TV t-n 

y y b 4 , Ap 


1 o 
1 3 


o o 
32 


A C 

4 b 


. / 


1/3 


/ 


TTO 

us- 


11- 


0 0 1 

2y / - 


1 O A 

134- 


yl *3 
4 3 


sequence 


43, App± 


1 A 
1 4 


"3 o 
32 


4 b 


n 
. / 


O O Q 

22 y 


1 
1 


T to 

Ub- 


d Q 

u y — 


/ 2 b — 


q a eta 

y u bo 


— 3 


bequence 


3 , App±l 


1 O 


*3 *3 

32 


4 b 


-7 
. / 


0 *3 n 
2 3U 


b 


TTO 

Ub — 


1 n 
1U — 


y b3— 


Q A Q 

34 y — 


y y y 


bequence 


y y y , App 


1 C 
1 O 


32 


4 b 


. / 


*3 *3 Q 

000 


b 


TTO 

Ub- 


1U— 


y bo — 


*3 yi Q 

o4 y — 


9 n 9 o 
z Uo y 


bequence 


z u 0 y , Ap 


1 1 


32 


4 b 


•7 


*3 /1 n 
o4U 


b 


TTO 

Ub — 


1 n 
1 u — 




"3 A Q 

o4 y — 


9 n 9 q 

ZUoo 


bequence 


O A O Q 7\ m 

Z U 0 O , Ap 


1 o 
18 


"5 O 

32 


A C 

4 b 


. / 


3 bb 


6 


TTO 

us- 


1 A 

1U- 


A C O 

y b3— 


O A Q 

34 y- 


A A Q 

y y 0 


sequence 


AOO t\ — - ^— 

yy8, App 


1 Q 

i y 


9 9 

32 


/J ^ 

4 b 


•7 


3 by 


b 


TTO 

Ub — 


1 n 
1U— 


Q C "3 

y d j— 


349- 


997 


bequence 


yy / , App 


o a 
2 U 


o o 
32 


4 b 


. / 


A 1 A 

414 


b 


TTO 

us- 


1U- 


Q C O 

y b3— 


349- 


4342 


sequence 


yi O yi O 7\ ^ 

4 3 4 Z , Ap 


O 1 

2 1 


32 


45 


. 7 


4 65 


6 


TTO 

us- 


1 A 

10- 


A C O 

yb3- 


349- 


4341 


Sequence 


4 3 41, Ap 


22 


32 


A C 

45 


. 7 


4 66 


6 


US- 


1 A 

10- 


A C O 

953- 


349- 


4340 


Sequence 


A O ^ A TV v-v 

4 3 4 0, Ap 


o o 
23 


o o 
32 


4b 


. / 


ACQ 

4 68 


6 


TTO 

us- 


1 A 

10- 


Q C O 

yb3- 


349- 


23758 


Sequence 


O O *7 C Q 7V 

23 /b8 , A 


o yi 


o o 
32 


A C 

4b 


. / 


21// 


6 


TTO 

us- 


1 A 

1U- 


O T O 

/13- 


648A-64 


Sequence 


64, Appl 


o c 
2b 


O 1 

31 


/I A 

44 


. 3 


213 


6 


T TO 

us- 


1 A 

1U- 


Q C O 

yb3- 


349- 


8603 


sequence 


0 a a 0 7\ ~. 
8bU3, Ap 


2 6 


31 


44 


. 3 


232 


6 


TTO 

us- 


1 A 

10- 


Q C O 

yb3- 


349- 


20350 


Sequence 


O A O C A TV 

2U3bU, A 


O "7 

2 / 


O T 
31 


A A 

44 


. 3 


OCA 

2 bu 


6 


TTO 

us- 


1 A 

1U- 


A C O 

yb3- 


349- 


20349 


sequence 


O A O A Q A 

2 U3 4 y , A 


o o 
28 


O 1 
31 


44 


. 3 


31 / 


6 


T TO 

us- 


1 A 

1U- 


A C O 

yb3- 


349- 


21703 


sequence 


O 1 O A O 7\ 

2 1 / U3 , A 


2 y 


*3 1 

3 1 


A A 

4 4 


. 3 


TOO 

32o 


b 


TTO 

Ub- 


1 n 
1U- 


Q C3 

y bo — 


349- 


21702 


bequence 


Ol THO TV 

Z ± / UZ , A 


o a 
3U 


O 1 

31 


A A 

4 4 


. 3 


O A C 

34 b 


b 


T TO 

us- 


1 A 

1U- 


0 c 0 

yb3— 


349- 


21701 


sequence 


O 1 O A 1 TV 

Z 1 / Ul , A 


31 


31 


/I A 

4 4 


. 3 


0 yi 0 

348 


6 


TTO 

us- 


1 A 

1U- 


0 c 0 

y b3- 


349- 


34772 


Sequence 


O A H O O TV 

34 / / Z , A 


32 


O 1 

31 


/i /i 
4 4 


. 3 


OCA 

350 


6 


TTO 

us- 


1 A 

10- 


A C O 

y b3- 


349- 


34771 


Sequence 


O /I O O 1 TV 

34 / /l , A 


33 


31 


4 4 


. 3 


0 c 0 
352 


6 


TTO 

US- 


1 A 

10- 


A C O 

y b3- 


349- 


34770 


Sequence 


0 yi O *7 A TV 

34 / /0, A 


o /i 
34 


O 1 

31 


A A 

4 4 


. 3 


O 1 A 

/ /y 


6 


TTO 

us- 


1 A 

10- 


c 0 1 

b31- 


965- 


2 


Sequence 


O TV MVS 1 A 

2, Appll 


o c 

35 


30 . 5 


a n 

43 


. 6 


l A 1 O 

1073 


6 


us- 


1 A 

10- 


713- 


648A-54 


Sequence 


C A TV <wvm T 

54, Appl 


3 6 


30 


A O 

42 


. 9 


0/11 
2 41 


6 


TTO 

us- 


1 A 

10- 


A C *> 

953- 


349- 


1750 


Sequence 


1 O C A Tv 

17 50, Ap 


O O 
3 / 


o a 
30 


A O 

42 


. y 


0 c 0 

2b3 


6 


T TO 

us- 


1 A 

10- 


Q C O 

yb3- 


349- 


39827 


sequence 


O Q O O T TV 

3y82 / , A 


38 


o a 
30 


42 


. y 


0 c 0 
2b8 


6 


T TO 

us- 


1 A 

10- 


Q C O 

yb3- 


349- 


18067 


sequence 


1 O A CI TV 

18U b / , A 


O A 

3 y 


30 


42 


. y 


0 *r 0 
2 62 


6 


TTO 

us- 


1 A 

10- 


A C O 

yb3- 


349- 


26345 


Sequence 


O C O A C TV 

2 b34b , A 


a a 
4 0 


30 


42 


. 9 


316 


6 


TTO 

US- 


1 A 

10- 


A C O 

953- 


349- 


26344 


Sequence 


O ^ O /I A TV 

2 6344 , A 


A 1 
4 1 


o a 
30 


42 


. y 


01c 
316 


6 


TTO 

us- 


1 A 

10- 


Q C O 

yb3- 


349- 


39826 


sequence 


O Q Q O C TV 

3y82 b , A 


yi o 
42 


■o a 

30 


A O 

42 


. y 


323 


6 


TTO 

us- 


1 A 

10- 


A C O 

yb3- 


349- 


39825 


Sequence 


O A O O C TV 

3 y 8 2b , A 


/I o 

4 3 


o A 

30 


/I o 

42 


. y 


000 
333 


6 


TTO 

us- 


1 A 

1 u- 


A C O 

yb3- 


349- 


23660 


sequence 


ooccn tv 
23bbU, A 


4 4 


30 


42 


. y 


0 c c 
3b6 


6 


T TO 

us- 


1 A 

10- 


A C O 

yb3- 


349- 


23659 


sequence 


oorcn TV 


a r 

4 5 


n a 
30 


A O 

42 


. y 


yi /1 a 
444 


6 


T TO 

us- 


1 A 

10- 


A C O 

y b3- 


349- 


21229 


sequence 


Ol OOQ TV 

zizz y , A 


/I c 

4 6 


o a 

30 


42 


A 

. 9 


/IOC 

47b 


6 


TTO 

US- 


1 A 

10- 


A C O 

953- 


349- 


21228 


Sequence 


OIOOO TV 

21228, A 


/I O 

4 7 


30 


A O 

42 


. y 


/I 0 o 

48 / 


6 


TTO 

US- 


1 A 

10- 


A C "3 

yb3- 


349- 


21227 


Sequence 


O 1 O O T TV 

2122 / , A 


4 8 


O A 

3U 


/I o 

42 


. y 


con 
62U 


o 
/ 


TTO 

US- 


1 1 

11- 


0 0 0 

2 93- 


697- 


3458 


sequence 


O/l CO TV v\ 

3 4 b 8 , Ap 


a a 

4 y 


30 


42 


. y 


y 6i 


6 


TTO 

US- 


1 A 

10- 


C A O 

54 8- 


484- 


76 


sequence 


H C TV 1 

to, AppJ- 


c a 
bU 


o a 
3U 


A O 

42 


. y 


1 r /I r 

1 b4 b 


b 


TTO 

US- 


1 A 

1U- 


C A C 

5Ub- 


928- 


582 


sequence 


COO 7\ 

b8Z, App 


C 1 

51 


OA C 

2 y . b 


42 


. 1 


T A A 
100 


6 


TTO 

US- 


1 A 

10- 


A C O 

yb3- 


349- 


16837 


Sequence 


1 COOO tv 

lb8 3 / , A 


c o 
5 2 


O A C 

2 9.5 


A O 

42 


. 1 


i yi 0 

142 


6 


TTO 

US- 


1 A 

10- 


A C O 

yb3- 


349- 


16836 


Sequence 


1 COTC TV 

lb83b, A 


c o 

53 


2 9 


41 


. 4 


a yi 
94 


6 


US- 


1 A 

10- 


A C *5 

953- 


349- 


•667 


Sequence 


C C O TV mm 

6 b / , App 


b4 


O Q 

2 y 


A T 

41 


. 4 


1 1 A 
111) 


b 


TTO 

US- 


1 A 

10- 


A C O 

9b3- 


349- 


666 


sequence 


bbb, App 


c c 
b b 


O A 

2 y 


A 1 

41 


. 4 


IOO 

132 


b 


TTO 

us- 


1 A 

10- 


A C O 

yb3- 


•349- 


•113 


sequence 


113, App 


c c 

b 6 


2 y 


41 


. 4 


IOC 

13b 


6 


TTO 

us- 


1 A 

10- 


A C *5 

953- 


•349- 


•27142 


sequence 


0 "7 1 yi 0 tv 
2 /142 , A 


C O 

b / 


2 y 


A T 

41 


A 

. 4 


1 O Q 

i3y 


6 


TTO 

us- 


1 A 

10- 


A C *3 

953- 


•349- 


38612 


sequence 


O Q C 1 O TV 

38bl2, A 


58 


2 9 


41 


. 4 


1 C A 

154 


6 


us- 


10- 


953- 


•349- 


•20540 


Sequence 


O A C A A TV 

20540, A 


59 


29 


41 


.4 


181 


6 


us- 


10- 


953- 


•349- 


8622 


Sequence 


8622, Ap 


60 


29 


41 


.4 


182 


6 


us- 


10- 


953- 


•349- 


•665 


Sequence 


665, App 


61 


29 


41 


.4 


183 


6 


us- 


10- 


953- 


•349- 


27141 


Sequence 


27141, A 


62 


29 


41 


.4 


186 


6 


us- 


10- 


953- 


■349- 


8621 


Sequence 


8621, Ap 


63 


29 


41 


.4 


193 


6 


us- 


10- 


•953- 


•349- 


•1101 


Sequence 


1101, Ap 
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SCORE Search Results Details for Application 10 

and Search Result us-10-001-938-23.rai. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
start 

Go Back 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 

US-10-001-938-23 
76 

1 EDLFMCMDIQLVEAL 15 



Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued^ 

1: /EMC 

2 : /EMC 

3 : /EMC 

4 : /EMC 

5 : /EMC 

6: /EMC 

7 : /EMC 



Patents_AA: * 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
Celerra SIDS3 



/ptodata/2/iaa/5_COMB.pep: * 
/ptodata/2/iaa/ 6_COMB . pep : * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 
3 



76 100.0 
76 100.0 
76 100.0 



397 1 US-08-868-288A-5 
397 2 US-09-235-373-5 
397 2 US-09-388-993-5 



Sequence 5, Appli 
Sequence 5, Appli 
Sequence 5, Appli 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 

23-rapbm, 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
23.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 



Title: US-10-001-938-23 
Perfect score: 76 

Sequence: 1 EDLFMCMDIQLVEAL 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB . pep : * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB 



ID 



Description 



76 100.0 



15 4 US-10-001-938-23 



Sequence 23, Appl 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-23. rapbn. 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 ; Search time 3.1 Seconds 

(without alignments) 
55.960 Million cell updates/sec 



Title: US-10-001- 938-23 

Perfect score: 76 

Sequence: 1 EDLFMCMDIQLVEAL 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 
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Published_Applications_AA_New: * 
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/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra_ 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 



/US 0 9_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . p ep : * 
/US 0 7_NEW_PUB . pep : * 
/US 0 8_NEW_PUB . pep : * 
/ PCT_NEW_PUB . pep : * 
/US 10_NEW_PUB . pep : * 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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.1 


A A A 

240 


6 


us- 


1 A 

10- 


A C A 

953- 


A A A 

34 9 


1 A 1 A 

-16218 


Sequence 


16218, A 


36 


32 


42 


.1 


A A f* 

286 


6 


us- 


1 A 

10- 


A C A 

953- 


A /! A 

349 


A A A A C 

-30735 


Sequence 


30735, A 


A A 

37 


O A 

32 


42 


.1 


A A ^ 

304 


6 


US- 


1 A 

10- 


A C A 

953- 


A A A 

349 


A A A A /I 

-30734 


Sequence 


30734, A 


38 


O A 

32 


42 


.1 


A 1 1 

311 


6 


US- 


1 A 

10- 


A C A 

953- 


A ^ A 

349 


"1 ^ A A *1 

-16431 


Sequence 


16431, A 


O A 

j y 


O A 

32 


42 


.1 


A A C 

32 6 


6 


T TO 

us- 


T A 

10- 


O C A 

953- 


O A Q 

34 9 


A O O A 


Sequence 


9889, Ap 


A A 

4 0 


A A 

32 


42 


.1 


A A 1 

331 


6 


T TO 

us- 


1 A 

10- 


A C A 

953- 


O /I A 

349 


A A A A A 

-30733 


Sequence 


30733, A 


/i 1 
4 1 


A A 

32 


42 


.1 


3/0 


6 


T TO 

US- 


1 A 

10- 


A C A 

953- 


O A A 

34 9 


A O A O 

-9888 


Sequence 


9888, Ap 


/l a 

42 


A A 

32 


42 


.1 


AAA 

380 


6 


T TO 

US- 


T A 

10- 


A C A 

953- 


O /l A 

349 


A A A C A 

-20050 


Sequence 


20050, A 


43 


A A 

32 


42 


.1 


A A 1 

391 


6 


T TO 

US- 


1 A 

10- 


A C A 

953- 


O /I A 

349 


A A A A A 

-20049 


Sequence 


20049, A 


/I A 

44 


A A 

32 


42 


.1 


406 


6 


T TO 

US- 


1 A 

10- 


A C A 

953- 


349 


A O O A 

-9887 


Sequence 


9887, Ap 


A C 

45 


A A 

32 


42 


.1 


/T A /I 

434 


6 


T T O 

US- 


1 A 

10- 


A C A 

953- 


"TJ A A 

34 9 


-19834 


Sequence 


19834, A 


A H 

4 6 


A A 

32 


42 


.1 


A A A 

4 43 


6 


T TO 

US- 


1 A 

1U- 


O C A 
953- 


A /I A 

34 9 


T A A A *5 

-19833 


Sequence 


19833, A 


>i A 

HI 


A A 

32 


42 


.1 


475 


6 


US- 


1 A 

10- 


A C A 

953- 


A A A 

349 


-19832 


Sequence 


19832, A 


4 8 


A O 

32 


42 


.1 


C A A 

529 


6 


US- 


1 A 

10- 


A C A 

953- 


A A A 

349 


-16430 


Sequence 


16430, A 


A f> 

4 9 


A O 

32 


42 


.1 


C A C 

536 


6 


T TO 

US- 


1 A 

10- 


A C A 

953- 


*5 /I A 

349 


1 /—/too 

-16429 


Sequence 


16429, A 


50 


A A 

32 


42 


.1 


OAT 

821 


6 


T TO 

us- 


T A 

10- 


C A C 

505- 


AAA 

928 


A 1 /"* 

-316 


Sequence 


316, App 


51 


A A 

32 


42 


.1 


O A a 

84 / 


6 


T TO 

US- 


10- 


C A C 

505- 


AAA 

928 


/I A C 

-495 


Sequence 


4 95, App 


C A 

52 


A 1 

31 


40 


.8 


A A C 

22 6 


6 


T TO 

us- 


1 A 

10- 


Q C A 

953- 


n a a 

349 


A C 1 A A 

-35189 


Sequence 


35189, A 


53 


A 1 

31 


40 


.8 


A /I /I 

244 


6 


T TO 

us- 


10- 


A C A 

953- 


O /I A 

349 


-26029 


Sequence 


26029, A 


C A 

54 


A 1 

31 


40 


.8 


A C /I 

254 


7 


T TO 

us- 


11- 


A C C 

266- 


A /l A 

747 


-1284 


Sequence 


1284, Ap 


55 


31 


40 


.8 


254 


7 


us- 


11- 


266- 


747 


-1710 


Sequence 


1710, Ap 


56 


31 


40 


.8 


256 


6 


us- 


10- 


953- 


349 


-16379 


Sequence 


16379, A 


57 


31 


40 


.8 


259 


6 


us- 


10- 


953- 


349 


-35188 


Sequence 


35188, A 


58 


31 


40 


.8 


267 


6 


us- 


10- 


953- 


349 


-35187 


Sequence 


35187, A 


59 


31 


40 


.8 


291 


6 


us- 


10- 


953- 


349 


-3229 


Sequence 


3229, Ap 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

24.rai. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-24.rai. 

start 

Go Back to previous p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:12:07 / Search time 12.7 Seconds 

{without alignments) 
103.383 Million cell updates/sec 



Title: US-10-001-938-24 
Perfect score: 81 



Sequence : 



1 LCGFQKPISTLDNRT 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



1 

2 
3 
4 
5 
6 
7 



Issued_Patents_AA: * 

/EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/iaa/6_C0MB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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a 



1 


81 


100. 


0 


397 


1 


US-08-868-288A-5 


Sequence 


5, Appli 


2 


81 


100. 


0 


397 


2 


US-09-235-373-5 


Sequence 


5, Appli 


3 


81 


100. 


0 


397 


2 


US-09-388-993-5 


Sequence 


5, Appli 


4 


81 


100. 


0 


397 


2 


US-09-919-039-178 


Sequence 


178, App 


5 


81 


100. 


0 


397 


2 


US-09-538-092-1052 


Sequence 


1052, Ap 


6 


81 


100. 


0 


397 


2 


US-09-501-714-5 


Sequence 


5, Appli 


7 


60 


74. 


1 


239 


2 


US-10-104-047-2162 


Sequence 


2162, Ap 


8 


55 


67. 


9 


397 


3 


US-10-429-223-2 


Sequence 


2, Appli 


9 


55 


67. 


9 


397 


3 


US-10-429-223-4 


Sequence 


4, Appli 


10 


53 


65. 


4 


347 


2 


US-09-248-796A-19195 


Sequence 


19195, A 


11 


47 


58. 


0 


419 


1 


US-08-686-417-3 


Sequence 


3, Appli 


12 


43 


53. 


1 


76 


2 


US-09-252-991A-21761 


Sequence 


21761, A 


13 


42 


51. 


9 


186 


2 


US-09-780-016-14 


Sequence 


14, Appl 


14 


42 


51. 


9 


186 


2 


US-10-214-811-14 


Sequence 


14, Appl 


15 


42 


51. 


9 


186 


2 


US-10-766-074-14 


Sequence 


14, Appl 


16 


42 


51. 


9 


211 


2 


US-09-780-016-10 


Sequence 


10, Appl 


17 


42 


51. 


9 


211 


2 


US-10-214-811-10 


Sequence 


10, Appl 


18 


42 


51. 


9 


211 


2 


US-10-766-074-10 


Sequence 


10, Appl 


19 


42 


51. 


9 


242 


2 


US-09-780-016-16 


Sequence 


16, Appl 


20 


42 


51. 


9 


242 


2 


US-10-214-811-16 


Sequence 


16, Appl 


21 


42 


51. 


9 


242 


2 


US-10-766-074-16 


Sequence 


16, Appl 


22 


42 


51. 


9 


265 


2 


US-09-780-016-8 


Sequence 


8, Appli 


23 


42 


51. 


9 


265 


2 


US-10-214-811-8 


Sequence 


8, Appli 


24 


42 


51. 


9 


265 


2 


US-10-766-074-8 


Sequence 


8, Appli 


25 


42 


51. 


9 


267 


2 


US-09-780-016-12 


Sequence 


12, Appl 


26 


42 


51. 


9 


267 


2 


US-10-214-811-12 


Sequence 


12, Appl 


27 


42 


51. 


9 


267 


2 


US-10-766-074-12 


Sequence 


12, Appl 


28 


42 


51. 


9 


290 


2 


US-09-780-016-6 


Sequence 


6, Appli 


29 


42 


51. 


9 


290 


2 


US-10-214-811-6 


Sequence 


6, Appli 


30 


42 


51. 


9 


290 


2 


US-10-766-074-6 


Sequence 


6, Appli 


31 


42 


51. 


9 


428 


2 


US-09-780-016-22 


Sequence 


22, Appl 


32 


42 


51. 


9 


428 


2 


US-10-214-811-22 


Sequence 


22, Appl 


33 


42 


51. 


9 


428 


2 


US-10-766-074-22 


Sequence 


22, Appl 


34 


42 


51. 


9 


453 


2 


US-09-780-016-18 


Sequence 


18, Appl 


35 


42 


51. 


9 


453 


2 


US-10-214-811-18 


Sequence 


18, Appl 


36 


42 


51. 


9 


453 


2 


US-10-766-074-18 


Sequence 


18, Appl 


37 


42 


51. 


9 


484 


2 


US-09-780-016-26 


Sequence 


26, Appl 


38 


42 


51. 


9 


484 


2 


US-10-214-811-26 


Sequence 


26, Appl 


39 


42 


51. 


9 


484 


2 


US-10-766-074-26 


Sequence 


2 6, Appl 


40 


42 


51. 


9 


507 


2 


US-09-780-016-2 


Sequence 


2, Appli 


41 


42 


51. 


9 


507 


2 


US-10-214-811-2 


Sequence 


2, Appli 


42 


42 


51. 


9 


507 


2 


US-10-766-074-2 


Sequence 


2, Appli 


43 


42 


51. 


9 


509 


2 


US-09-780-016-24 


Sequence 


24, Appl 


44 


42 


51. 


9 


509 


2 


US-10-214-811-24 


Sequence 


24, Appl 


45 


42 


51. 


9 


509 


2 


US-10-766-074-24 


Sequence 


24, Appl 


46 


42 


51. 


9 


532 


2 


US-09-780-016-20 


Sequence 


20, Appl 


47 


42 


51. 


9 


532 


2 


US-10-214-811-20 


Sequence 


20, Appl 


48 


42 


51. 


9 


532 


2 


US-10-766-074-20 


Sequence 


20, Appl 


49 


41 


50. 


6 


150 


2 


US-09-270-767-44364 


Sequence 


44364, A 


50 


41 


50. 


6 


728 


2 


US-09-270-767-44662 


Sequence 


44662, A 


51 


40 


49. 


4 


96 


2 


US-09-513-999C-6655 


Sequence 


6655, Ap 


52 


39.5 


48. 


8 


1019 


2 


US-09-434-066-23 


Sequence 


23, Appl 


53 


39 


48. 


1 


320 


2 


US-09-48 9-039A-1034 9 


Sequence 


10349, A 


54 


39 


48. 


1 


340 


1 


US-08-974-546-5 


Sequence 


5, Appli 


55 


39 


48. 


1 


340 


2 


US-09-949-016-6691 


Sequence 


6691, Ap 


56 


39 


48. 


1 


343 


2 


US-09-328-352-6577 


Sequence 


6577, Ap 


57 


39 


48. 


1 


363 


2 


US-09-949-016-8899 


Sequence 


8899, Ap 


58 


38 


46. 


9 


100 


2 


US-08-311-731A-235 


Sequence 


235, App 


59 


38 


46. 


9 


328 


2 


US-09-328-352-4546 


Sequence 


4546, Ap 


60 


38 


46. 


9 


336 


2 


US-09-270-767-33924 


Sequence 


33924, A 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938 
24.rapbm. ^^^^ 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
24.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence: 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

US-10-001-938-24 
81 

1 LCGFQKPISTLDNRT 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



2097797 



Database 



1 

2 
3 
4 
5 
6 



Published_Applications_AA_Main : * 

/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



81 100.0 



15 4 US-10-001-938-24 



Sequence 24, Appl 
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1 1 

xx- 


n Q7 
u y / 


— 1 Z19 — 944n^ 
-X4o - Z44U0 


oequenCe 


9 zi zi n ^ a 
Z 4 4 UO , A 


9 9 
Z O 


Q 9 
0 O 


DO 


. 4 


zi n 9 
4 U J 


0 


TTC 

Uo — 


1 1 

xx- 


n qt 
u y / 


— 1 Zl 9 _ 4 1 on4 
-X4 J — 4 X y U4 


oequenCe 


zi i q n 4 7\ 
4 xy U4 , A 


9 /I 
Z 4 


A ft 
4 O 


r q 
0 y 




Zl 1 ft 
4 X O 


A 
4 


TTC 

Uo - 


i n — 
x u— 


Zl 9 ^ 
4 Z 0 


_11 t:_om fi7 ft 
— XXO jU / o 10 


ocquence 


9m fi7ft 

O U / 0 / O , 


9 R 
Z D 


Zl ft 
4 O 


R Q 

o y 


. j 


Zl 1 Q 
4 X O 


A 

4 


TTC — 

Uo - 


i n_ 
x u 


zi 9 c; 
4Z0 


-11 c:- 9m fi7 Q 

— xxo ou / o / y 


oequence 


9m fi7 Q 

0 u / 0 / y , 


9 £ 
Z D 


Zl ft 
4 O 


o y 


o 
. J 


Zl 9 9 
4 j j 


Zl 

4 


TTQ — 

Uo 


i n_ 
x u 


4 9 c; 
4 Z 0 


-114 - CflQflR 

— xx40uyuo 


oequence 


fTAQAO 7\ 

ou y u 0 , i\ 


9 7 
Z / 


Zl 9 
4 / 


t^ft 


n 
. u 


1 Q 9 

x y j 


Zl 

4 


TTQ — 

Uo 


i n _ 
x u 


4 9 ^ 
4 Z 0 


-1 1 ci — 9n94 9 1 
— XXO — J U J 4 Z X 


oe que nee 


O AO A 9 1 
j U j 4 Z X , 


9 ft 
Z O 


A 7 
4 / 


0 o 


n 
. u 


zoo 


O 


TTQ — 
UO 


ii — 

XX 


HOC 

u y o 


_ ^fift z\_ 1 fin fi9 

J DO/i X O U O J 


0 eque nee 


1 finfi9 a 

X OU O O , M. 


9 Q 
Z y 


A 7 
4 / 


J 0 


n 
. u 


9 fifi 
ZOO 


A 
4 


TTQ — 

UO 


i n - 
x u 


4 9^ 
4 Z O 


-11 ^ — 9n7 fi7 4 
XXOoU /O / 4 


oequenee 


9 A9 C9 Zl 
O U / O / 4 , 


9 A 

oU 


/I 9 
4 / 


£ Q 
JO 


. u 


9 9 n 


o 


TTC 

Uo — 


i i 

XX - 


u y o 


- OOOA - 10U0Z 


oequenCe 


X OU OZ , A 


9 1 
J 1 


Zl 9 

4 / 


Q 
JO 


. U 


9 9 C 

jo 0 


0 


TTC 

Uo 


1 1 


u y o 


ctQ7\ 1 end 

— 0 DOA - 1 0U OX 


0 equenCe 


1 £ 1 n 

X OU OX, J\ 


oZ 


Zl 9 

4 / 


t; o 

JO 


. U 


9 9 Q 
J JO 


0 


TTC 

Uo 


1 1 
IX 


u y 0 


— 0 OO/i - z 1 0 00 


0 equence 


9 1 ft ^ R n 
Z X 0 0 0 , /\ 


o o 


Zl 9 

4 / 


£ Q 
0 O 


. U 


9 Zl 9 

o 4 Z 


A 

4 


TTC 

Uo- 


i n 
1U - 


Zl 9 R 
4Z 0 


-114 -OoOOo 


oequenCe 


OoOOo , A 


"3 /I 
O 4 


Zl 9 

4 / 




. u 


9 9 A 

J / u 


A 
4 


TTC 

Uo — 


1 A 

xu- 


z o y 


1 Q Zl TV Zl Zl 

-iy4A— 4 4 


bequence 


4 4, Appl 


O 0 


Zl 9 
4 / 


R ft 
O O 


. u 


Zl 1 7 
4 X / 


yi 
4 


TTC 

Uo — 


i n 

1U 


Zl 9 7 
4 o / 


— Q £9 — 1 QZ19n£ 

- yoj— xy4ouo 


oequence 


1 Q4 9nfi 
xy4 oUO, 


9 £ 
o O 


Zl 9 
4 / 


q 

O D 


. u 


Zl 1 7 
4 X / 


4 


TTQ — 
UO 


i n_ 
xu 


Zl 9 ^ 
4 Z 0 


_ii r_ 9n7 eft n 

XXO OU / OOU 


oequence 


9A9 Aftn 
O U / OOU, 


9 7 
0 / 


Zl 9 
4 / 


g; ft 
o o 


. u 


Zl 1 Q 

4 x y 


4 


TTQ — 

UO 


i n — 
xu 


4 97 
4 J / 


_ Qfi9_ 1 Qzl9nft 

— yoo - xy4ouo 


oequence 


1 Q4 9nft 

x y 4 0 u 0 , 


9 ft 
j 0 


A 7 
4 / 


>^ft 
o o 


. u 


Zl 1 Q 

4 x y 


zi 

4 


TTQ — 

Uo 


i n - 
xu 


7 fi7 


-7ni — 474n9 
/UX 4 / 4UO 


0 equence 


4 74 n9 a 

4 / 4 U j , A 


9 Q 
J y 


A 7 
4 / 


o o 


. u 


Zl 1 Q 

4 x y 


A 
4 


TTQ — 

UO 


i n_ 
xu 


4 9^ 
4 Z O 


_ 1 1 ^_9 fifi77 1 
XXO ZOO/ /X 


oequence 


9 fifi77 1 
ZOO/ / X , 


4 U 


Zl 7 
4 / 


^ft 


. u 


Zl 1 Q 

4 x y 


4 


TTQ — 
Uo - 


i n - 
xu 


4 9 R 
4 Z O 


-11 R — 9 fifi7 7 9 
XXO - ZOO/ / j 


0 e queue e 


9 fifi77 9 
£00/ / 0 , 


4 1 
4 X 


Zl 9 
4 / 


O O 


A 

. u 


Zl 1 Q 

4 x y 


/I 
4 


TTQ — 

Uo 


i n - 
xu 


4 9^ 
4 Z O 


-11 R— 9fifi7ft 1 

xxo zoo / ox 


0 e queue e 


9 fifi7 ft 1 
£ 0 0 /OX, 


A 9 
4 Z 


Zl 9 
4 / 


^ ft 


A 
. U 


Zl 1 Q 

4 x y 


4 


TTC — 

Uo 


i n _ 
x u 


4 9^ 
4 Z 0 


_ 1 1 9n^noe 

XXO jUOUO 0 


0 equence 


j u 0 u 0 0 , 


Zl 9 
4 O 


Zl 9 
4 / 


c, Q 

JO 


A 
. U 


Zl 1 Q 

4 x y 


0 


TTC — 
Uo 


ii — 
ii 


HOC 

u y o 


— ^fiQTA — 91 Qezl 
JO OA Z X O 0 4 


0 equence 


9 1 ft fi 4 Ii 
Z lo 04 , A 


Zl /I 
4 4 


Zl 9 
4 / 


c; o 

JO 


A 
. U 


zi 9 n 

4 Z U 


4 


TTC _ 

Uo 


i n _ 
1 u - 


49 c; 
4 z 0 


— XXO — ZOO/ / O 


oequence 


9 fi fi7 7 fi 
ZOO/ / O , 


zi c: 

4 0 


Zl 9 
4 / 


c; q 

JO 


A 
. U 


Zl 9 1 
4Z ± 


4 


TTC — 

Uo 


i n_ 
1 u 


Zl 9 ^ 

4 z 0 


— 1 1 Zl C9 ^9 ^ 

— X X 4 — O J 0 Z 0 


oequence 


O O O Z O , A 


4 0 


Zl 9 
4 / 


c; q 

JO 


. U 


Zl Zl Q 

4 4 y 


4 


TTC — 
Uo 


i n_ 
1 u 


4 9 ^ 
4 z 0 


_ i 1 zl _coi c;q 
114 OZ /Do 


oequence 


fi97 Rft 21 
OZ / O O , A 


A 9 
4 / 


Zl 9 
4 / 


Q 
JO 


A 

. U 


Zl Zl Q 

4 4 y 


4 


TTC 

Uo - 


i n 

X U - 


Zl 9 c: 
4 Z 0 


iizi cm 
— 114 — 00 OU 0 


oequence 


OoO Uo , A 


/l Q 

4 o 


Zl ^ 

4 / 


c o 

J o 


. U 


Zl Zl Q 

4 4 y 


y| 

4 


TTC 

Uo - 


1 n 
1U- 


zl 9 Q 
4 Z O 


11/1 CCQTC 

-114 - 0 0 y / 0 


oequence 


00 y / 0 , a 


Zl Q 

4 y 


Zl 9 
4 / 


J o 


A 

. U 


Zl Zl Q 

4 4 y 


zi 

4 


TTC — 

Uo 


i n _ 
x u 


./IOC 

4 Z O 


— 1 1 4 — 7 9 n 9 7 
114 /OUZ / 


oequence 


7 9n 9 7 Z\ 
/ 0 u z / , >v 


o u 


Zl 9 

4 / 


R Q 

JO 


A 

. u 


zi ^ n 

4 0 U 


4 


TTC — 

Uo 


i n_ 
x u 


.Zl 9 ^ 
4 Z 0 


— 1 1 Zl Zl£ZlQ9 
— 114 - 4 04 O Z 


0 equence 


4 fi4 ft 9 21 
4 04 0 Z , A 


0 1 


Zl 9 
4 / 


JO 


. u 


zi t; n 
4 0 U 


4 


TTC — 

Uo - 


i n _ 
xu 


/IOC 

4 Z O 


— iizi ^in79 

114 — 01U / j 


oequence 


m n7 9 21 

O X U / O , A 


^ 9 

oz 


Zl 9 

4 / 


R Q 

JO 


A 
. U 


a ^n 
4 OU 


4 


TTC 

Uo - 


l n 
i u - 


4 Z 0 


— 11/1 CC999 
— 114— ObZZZ 


oequence 


££9 9 9 21 
0 OZ Z Z , A 


^ 9 
0 O 


Zl 9 

4 / 


t Q 

JO 


A 

. u 


zi t; n 
4 0 U 


4 


TTQ _ 

UO 


i n _ 
1 u - 


4 9 ^ 
4 Z O 


— 1 1 Zl C*7 9 9 9 
1 1 4 — O / / / O 


O q /t l 1 ^ t*\ a 

0 ecjuence 


fi7779 21 
O / / / O , r\ 


R Zl 
j 4 


Zl 9 

4 / 


£ Q 
JO 


. u 


>l c cr 
4 0 0 


A 
4 


TTC _ 
Uo 


i n - 
x u 


4 Z 0 


— 1 1 Zl — 
114— OoO Jl 


oequence 


R9 fi 9 1 21 
O J O O X , t\ 




Zl 9 

4 / 


C Q 
JO 


. u 


Zl C 9 

4 O J 


4 


TTC 
UO 


i n _ 
x u 


. Zl 9 ^ 
4 Z 0 


— 11/1 Z1CQQ9 

114— 4oyy / 


oequence 


A fiQ Q7 Zl 

4 0 y y / , a 


0 O 


Zl 9 
H 1 


DO 


. u 


Zl c ^ 
4 00 


4 


TTC — 

Uo - 


i n_ 

XU" 


./IOC 

'4Z0 


— 11/1 CQ/I 1 C 

- 114 - oy4 lb 


oequence 


Q4 1 fi Zl 
0 y 4 X O, A 


Q 9 


Zl T 

4 / 


c o 

DO 


. U 


Zl £ t: 
4 OO 


4 


TTC 

Uo - 


i n 
x u - 


Zl 9 Q 
'4Z 0 


11/1 CAQQ/I 

-114- oUoo4 


oequence 


£0 ft ft A Zl 
OUO 0 4 , A 


58 


47 


58 


.0 


465 


4 


us- 


10- 


•425 


-114-63473 


Sequence 


63473, A 


59 


47 


58 


.0 


468 


4 


us- 


10- 


425 


-114-66072 


Sequence 


66072, A 


60 


47 


58 


.0 


469 


4 


us- 


10- 


425 


-114-62592 


Sequence 


62592, A 


61 


47 


58 


.0 


469 


4 


us- 


10- 


•425 


-114-65844 


Sequence 


65844, A 


62 


47 


58 


.0 


471 


4 


us- 


10- 


•425 


-114-69286 


Sequence 


69286, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

24.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-24. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:44:08 ; Search time 3.1 Seconds 

(without alignments) 
55.960 Million cell updates/sec 



Title: US-10-001-938-24 
Perfect score: 81 



Sequence : 



1 LCGFQKPISTLDNRT 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
S IDS 3 /ptodata /2 /pubpa 



a/US09_NEW_PUB.pep: * 
a/US06_NEW_PUB.pep: * 
a/US07_NEW_PUB . pep : * 
a/US 08_NEW_PUB . pep : * 
a/PCT_NEW_PUB . pep : * 
a/US10_NEW_PUB . pep : * 
a/USll_NEW_PUB . pep : * 
a /US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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NO . 


Score 


Match 


Length DB 


ID 










Description 




1 


8 1 


100. 


0 


15 


6 


US- 


10- 


4 90 


A A A 

-949 


A O 

-33 


Sequence 


33, Appl 


2 


oU 


74. 


1 


397 


7 


US- 


11- 


O A O 

2 93 


C A 1 

-69 / 


-383 / 


Sequence 


383 / / 


TV ~ 

Ap 


3 


bU 


74. 


1 


426 


7 


T TO 

US- 


11- 


O Q O 

2 93 


C ft T 


A 1 C 1 

-4/51 


Sequence 


4/51, 


Ap 


A 
4 


4 3.5 


53. 


7 


792 


6 


IIP 

us- 


10- 


A C O 

953 


O /I ft 

-34 9 


-38485 


Sequence 


3 8 4 8 5, 


A 


5 


/I "3 C 

4 3 . 5 


53. 


7 


805 


6 


HP 

us- 


10- 


A C O 

953 


O A ft 

-34 9 


A O /I Q /l 

-38484 


Sequence 




TV 


c. 

0 


/IT C 

4 3.5 


53. 


7 


857 


6 


IIP 

us- 


10- 


A C O 

953 


A /I ft 

-34 9 


-38483 


Sequence 


A Q A Q O 

3 O 4 0 3 , 


TV 


/ 


42 


51. 


9 


256 


6 


IIP 

us- 


10- 


ft c o 

953 


O /l ft 

-349 


1 /T A A ft 

-163/9 


Sequence 


i d3 / y , 


TV 

A 


8 


/l a 

42 


51. 


9 


336 


6 


Hp 

us- 


10- 


Q C O 

953 


T ^ ft 

-34 9 


1 ^ A A O 

-163/8 


Sequence 


16378, 


A 


9 


/I a 

42 


51. 


9 


338 


6 


IIP 

US- 


10- 


A C O 

953 


A A A 

-34 9 


1 A A 1 1 

-13711 


Sequence 


13711, 


A 


i a 
10 


A A 

42 


51. 


9 


382 


6 


IIP 

us- 


10- 


A C O 

953 


A /I A 

-34 9 


1 ~i A 1 A 

-13710 


Sequence 


13710, 


A 




4 2 


51. 


9 


417 


6 


TIP 

us- 


10- 


A C O 

953 


A /! ft 

-34 9 


1 ton 
-163 / / 


Sequence 


16377, 


A 


1 a 


/I o 
4 Z 


51. 


9 


420 


6 


Tie 

us- 


iu- 


y 53 


A /I A 

-34 y 


1 O A A ft 

-13 /uy 


Sequence 


13709, 


A 


1 a 
1 J 


A 1 

41 


50. 


6 


257 


6 


Tin 

us- 


10- 


A C O 

953 


ft /I ft 

-34 9 


1 A C <C 

-105 6 


Sequence 


1056, 


Ap 


1 /I 


4 1 


50. 


6 


337 


6 


IIP 

us- 


10- 


A C O 

953 


-34 9 


1 ft. c c 

-1055 


Sequence 


1055, 


Ap 


15 


4 1 


50. 


6 


419 


6 


IIP 

us- 


10- 


A C O 

953 


A /I A 

-349 


1 A C A 

-1054 


Sequence 


1054, 


Ap 


1 D 


4 1 


50. 


6 


487 


6 


TTO 

us- 


1U- 


y 53 


A /I A 

-34 y 


- y 53 


Sequence 


953, App 


1 / 


4 1 


50. 


6 


546 


6 


T T C 

us- 


1 A. 

iu- 


A c o 

y 53 


O /I Q 

-34 y 


-952 


Sequence 


952, App 


1 O 


A Q. 

3 y 


48. 


1 


189 


6 


T TP 

us- 


1 A 

10- 


ft c o 
953 


T ^ A 

-34 9 


A ft A C A 

-29 /57 


Sequence 


29757, 


A 


1 ft 

i y 


a a 
39 


48. 


1 


210 


6 


TIP* 

us- 


1 A 

10- 


ft C *5 

953 


A A A 

-349 


ft ft A C 

-29756 


Sequence 


29756, 


A 


a a 
Z U 


A ft 

3 9 


48. 


1 


241 


6 


TIP 

us- 


1 A 

10- 


ft c o 

953 


A A A 

-349 


A ft A C C 

-29755 


Sequence 


29755, 


A 


A 1 

Z 1 


A O 


46. 


9 


307 


6 


T T O 

us- 


10- 


ft c o 

953 


-349 


A 1 O 1 

-2183 


Sequence 


2183, 


Ap 


a a 


a o 

38 


46. 


9 


335 


6 


TIP 

us- 


1 A 

10- 


ft c o 

953 


i a ft 
-349 


-2182 


Sequence 


2182, 


Ap 


A Q 

z. 3 


a o 


46. 


9 


343 


6 


us- 


1 A 

10- 


ft c O 

953 


-34 9 


A 1 O 1 

-2181 


Sequence 


2181, 


Ap 


O A 

2 4 


a c 

35 


43. 


2 


109 


6 


us- 


1 A 

10- 


n r o 

953 


ft A" ft 

-349 


i ft ft ft i 
-13281 


Sequence 


13281, 


A 


a c 

2 5 


35 


43. 


2 


121 


6 


us- 


10- 


a r o 

953 


-349 


i ft o ft ft 
-13280 


Sequence 


13280, 


A 


2 6 


ft C 

35 


43. 


2 


131 


6 


t t ft 

us- 


10- 


953 


ft A" ft 

-349 


"1 ft ft "~T ft 

-13279 


Sequence 


13279, 


A 


A "7 

27 


35 


43. 


2 


139 


6 


us- 


10- 


953 


-349 


i f* f* f\ f\ 

-12099 


Sequence 


12099, 


A 


28 


3 5 


43. 


2 


153 


7 


TIP 

us- 


11- 


A A *5 

293 


/""■ A A 

-697 


ft /— ft ft 
-3623 


Sequence 


3623, 


Ap 


A Q 

z y 


3 5 


43. 


2 


155 


6 


lie 


1 A 

iu- 


y 53 


-34 y 


-12098 


Sequence 


12098, 


A 


jU 


3 5 


43. 


2 


256 


6 


TIP 

US- 


10- 


ft c o 

953 


o yi a 

-349 


•t O A ft A 

-12097 


Sequence 


12097, 


A 


3 1 


35 


43. 


2 


357 


6 


TIP 

us- 


1 A 

10- 


ft c o 

953 


ft /i o 
-349 


-19869 


Sequence 


19869, 


A 


32 


ft C 

35 


43. 


2 


380 


6 


I TP 

us- 


10- 


n C 1 

953 


-349 


i ft p. n 
-19868 


Sequence 


19868, 


A 


3 3 


ft C 

3 5 


43. 


2 


388 


6 


T TP 

us- 


1 A 

10- 


ft C *3 

953 


-349 


1 A A /T A 

-198 67 


Sequence 


19867, 


A 


34 


35 


43. 


2 


786 


7 


T T ft 

us- 


11- 


ITT 

177 


/- ft r- 
-635 


-8 


Sequence 


8, Appli 


ft C 

35 


34 


42. 


0 


168 


6 


us- 


10- 


r\ c o 

953 


ft ft 

-349 


1 ft ft A T 

-18747 


Sequence 


18747, 


A 


ft /"" 

36 


ft yl 

34 


42. 


0 


171 


6 


us- 


"1 fi 

10- 


r» f* o 

953 


-349 


-18746 


Sequence 


18746, 


A 


O A 
3 / 


3 4 


42. 


0 


211 


6 


T TO 

us- 


T A 

10- 


ft c o 

953 


ft A ft 

-349 


1 O A A C 

-18745 


Sequence 


18745, 


A 


38 


34 


42. 


0 


336 


6 


T T ft 

us- 


10- 


ATT 

953 


A A C\ 

-349 


p- z~ o o 
-5628 


Sequence 


5628, 


Ap 


39 


ft A 

34 


42. 


0 


383 


6 


T T ft 

us- 


10- 


o c o 

953 


ft A" ft 

-349 


1 ft A A A 

-18444 


Sequence 


18444, 


A 


yt A 
4 0 


*3 /I 

34 


42. 


0 


400 


6 


TIP 

us- 


10- 


953 


ft A ft 

-349 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: June 2, 2006, 19:37:25 ; Search time 14.6053 Seconds 

(without alignments) 
89.896 Million cell updates/sec 



Title: US-10-001-938-25 
Perfect score: 78 

Sequence: 1 RTIVITSHPGQIVKH 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 650591 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_Celerra__SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 78 100.0 397 1 US-08-868-288A-5 Sequence 5, Appli 

2 78 100.0 397 2 US-09-235-373-5 Sequence 5, Appli 
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OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:58:51 / Search time 63.3553 Seconds 

(without alignments) 
109.671 Million cell updates/sec 



Title : US-10-001-938-25 
Perfect score: 78 

Sequence: 1 RTIVITSHPGQIVKH 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celer ra_S IDS 3 /ptoda ta / 2 /pubpa a /US 0 9_PUBCOMB . pep : * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBC0MB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No . Score Match Length DB 



ID 



Description 



78 100.0 



15 4 US-10-001-938-25 



Sequence 25, Appl 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
| 25-rapbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-25. rapbn. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:45:07 ; Search time 3.55263 Seconds 

(without alignments) 
48.831 Million cell updates/sec 



Title: US-10-001-938-25 
Perfect score: 78 

Sequence: 1 RTIVITSHPGQIVKH 15 

Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 1000 



58871 



summaries 



Database : 



1 
2 
3 
4 
5 
6 
7 
8 



Published_Applications_AA_New: * 

SIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 



/EMC__Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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— 3 4 y 


— i n^e 

— XU3 D 


Sequence 


1056, Ap 


1 1 
X 1 


zi n 

4 U 


51. 


3 


OCO 
Z DO 


D 


TTC 
Uo- 


1 n 
1U- 


Q Q 9 

y 33 


9 Zl Q 

-34 y 


9 1 Zl Zl O 

— ZX4 4 y 


Sequence 


21449, A 


1 9 

X Z 


zi n 

4 U 


51. 


3 


9nn 
3 u u 


D 


TTC — 
U O 


i n_ 
xu— 


y 33 


— 9 Zl Q 

— 3 4 y 


— 91 Zl Zl 9 

— Z X 4 4 / 


Sequence 


21447, A 


1 9 

X J 


zi n 

4 U 


51. 


3 


9 9 9 
33 / 


D 


TTC 

Uo — 


1 n 
xu- 


Q C. 9 

y 33 


9 Zl Q 

— 34 y 


i ncc 
— X U3 3 


Sequence 


1055, Ap 


X 4 


zi n 

4 U 


51. 


3 


9Z1 £ 
3 4 O 


D 


TTC — 


i n_ 
xu — 


q 9 
y 33 


— 9 Zl Q 
3 4 y 


— 9 9 Q ft 9 
Z 3 y 0 3 


Sequence 


23983, A 


1 

X 3 


zi n 

4 U 


51. 


3 


9Z1 ft 
34 0 


D 


TTC 

Uo — 


i n 
iu- 


y 33 


9 Zl Q 

— 34 y 


TOCC 

— / Z 33 


Sequence 


7255, Ap 


X D 


zi n 

4 U 


51. 


3 


9Z1 ft 
3 4 0 


D 


TTC — 
UO 


1U 


q 9 
y 33 


— 9 Zl Q 
3 4 y 


— 9 ft 9 Q 9 
3 0 / y 3 


Sequence 


38793, A 


1 9 
X / 


zi n 
4 u 


51. 


3 


9 Q Q 


D 


TTC 

Uo 


i n 
iu- 


y 3 3 


O Zl Q 

— 34 y 


O O Q Q O 

— z 3 y OZ 
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23982, A 


1 ft 

X o 


zi n 
4 u 


51. 


3 


9 O Q 

3 y y 


o 


T TC 

Uo- 


i n 
1U- 


y 33 


O A Q 

-34 y 


-33Uy / 


Sequence 


35097, A 


1 Q 
x y 


zi n 
4 u 


51. 


3 


zi n i 

4 u X 


D 


TTC — 
UO 


i n_ 
xu 


y 3 3 


— 9Z1 Q 

3 4 y 


— 9 9 C. Zl 

— / Z 34 
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7254, Ap 


9 n 
z u 


zi n 
4 u 


51. 


3 


zi n i 

4UX 


D 


TTC — 

Uo 


1 n 
xu- 


y 33 


9 ZI Q 

—34 y 


9 Q 9 Q 9 

-30/ yz 
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38792, A 


9 1 
z x 


zi n 

4 U 


51. 


3 


Zl 1 Q 
4 X 


D 


TTC — 
UO 


xu 


y 33 


_ 9Z1 Q 

-34 y 


— 1 n CZI 

— XU34 
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9 9 

Z Z 
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3 


Zl Zl 9 
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D 
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U O 


1 O — 
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y 3 3 
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— 3 4 y 
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zi n 
4 u 
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D 
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3 
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D 
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3 
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D 
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y 33 
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3 
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4 OZ 


D 
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r 1 1 
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-Z330 
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O 9 
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A C\ 

4 U 


51. 


3 


/ICO 

4 bo 


a 

o 
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iu- 


C 1 (Z 

bib 


- 4 /O 


- o 
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9 Q 
Z 0 


zi n 
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51. 


3 


4 O 3 


b 
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Uo — 
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1U- 


y 33 


O A Q 

-oh y 
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35095, A 


9 Q 

Z -7 


9 ft 
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48. 


7 


£ft 1 
0 0 X 


/ 
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Uo - 


1 1 
11 


9 Q 9 

z y 3 


CQ9 

— by / 


o zi n q 
-34Uo 
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9 n 
3 u 


9 ft 
3 0 


48 . 


7 


DO X 


9 
/ 


TTC 

Uo — 


i i 

xx- 


z y 3 


-by / 


o c o o 

-o bjy 
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3639, Ap 


9 1 
3 X 


9 9 
3 / 


47. 


4 


z X U 


b 


TTC 

Uo — 


1U- 


y 33 


O A Q 

-34 y 


O T C C Q 

-3lbbo 


Sequence 


31668, A 


9 9 
3 Z 


9 9 
3 / 


47. 


4 


9 Q Q 

zoo 


b 


TTC 

Uo — 


1 n 
1U- 


y 33 


O A Q 

-34 y 


O 1 C C7 

-3ibb / 


Sequence 


31667, A 


9 9 
3 3 


9 9 


47. 


4 


3U o 


b 


TTC 

Uo — 


i n 
1U- 


QC'5 

y 33 


O A Q 

-34 y 


O 1 C C C 

-3lbbb 


Sequence 


31666, A 


9 /l 
3 4 


9 9 
3 / 


47. 


4 


X 3 3 


D 


TTC — 

Uo — 


i n _ 
xu — 


3U3 


— Q 9 Q 

— y Z O 


_ t; i 9 
-313 
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513, App 


9 R 
3 O 


9 £ 
O D 


46. 


2 


Z 3 Z 


b 


T TC 

Uo 


1 n 
iu — 


Q ^ 9 

y 33 


0 Zl Q 

— 34 y 


o n i c\ c 
— Z U1U b 


Sequence 


20106, A 


9 £ 
3 b 


9 £ 
3 D 


46. 


2 


OCT 

Z to 3 


b 


T TC 

Uo — 


1U — 


y 33 


0 A Q 

-34 y 


o n i n c 
-ZU1U3 


Sequence 


20105, A 


9 9 
3 / 


9 C 
3 D 


46. 


2 


o n zi 
3U4 


b 


T TC 

Uo — 


1 n 
1 u — 


QC'5 

y 33 


O A Q 

— o4 y 


o n i n ii 
-z U1U4 
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20104, A 


9 ft 
3 0 


9 £. 
3 O 


46. 


2 


zl 9 £ 
4 Z t> 


b 


TTC — 

Uo 


i n 
1 u 


y 3 3 


9 Zl Q 

— 3 4 y 


— z 3 y b 
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2596, Ap 


9 Q 

3 Z) 


9 £. 
3 0 


46. 


2 


£Z1 Q 
D4 y 


b 


TTC _ 

Uo 


l u — 


QC'3 

y 33 


9 ZI Q 

— 3 4 y 


-Z3y3 
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2595, Ap 


4 U 


9 £ 
3 D 


46. 


2 


DO / 


b 


T TC — 

Uo 


1 n 
iu — 


y 3 3 


9 Zl Q 

— 3 4 y 


O C Q Zl 

-z 3 y 4 
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A 1 
4 X 


9 ^ 
3 3 


44. 


9 


1 Z1Z1 
X4 4 


D 


TTC — 
UO 


1 H — 
1 u 


y 33 


— 9 Zl Q 

— 3 4 y 


— ozino 

— Z4UZ 
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2402, Ap 


A 9 
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9 
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9 
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D 
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1 H — 


Q c; 9 
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-9/1 Q 
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— 1 9 Q9 Q 

— 13 yz y 
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4 3 
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3 3 


44. 


9 


z u u 


(Z 

D 
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1 O — 
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3 4 y 


_ ozini 

Z 4UX 


Sequence 
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Zl 4 

4 4 


9 ^ 

3 3 


44. 


9 


9flft 
Z U 0 


D 


TTC — 
Uo — 
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Q ^ 9 
y33 


_ 9 Zl Q 

- 3 4 y 


— Z 4 U U 


Sequence 


2400, Ap 


zi c. 
4 3 


9 C 
3 0 


44. 


9 


33X 


b 


TTC 

Uo — 


1 A 

lu- 


i or 

ly b 


"7 A Q 

- / 4 y 


ICO 

-lbz 


Sequence 


162, App 


4 D 


9 ^ 
3 3 


44 . 


9 


9 9 1 
3 3 X 


f 


TTC — 

Uo — 


ll— 
ii 


i n i 

1 U 1 


— 9 1 £ 

-3lb 


_ o c 
— 3b 


Sequence 


36, Appl 


A 1 
4 / 


9 ^ 
3 3 


44 . 


9 


9 9 1 
33X 


"7 
f 


TTC 

Uo — 


i i 
ii— 


one; 
3U3 


/I 1 O 
-413 


1 o 
— 1Z 


Sequence 


12, Appl 


Zl ft 
4 O 


9 

3 3 


44. 


9 


Zl 9 Zl 
4 34 


f 


TTC 

Uo — 


i i 
ii— 


i nc 
IU b 


n i zi 
-U14 


O /I 

— Z 4 


Sequence 


24, Appl 


4 y 


9 ^ 
3 3 


44 . 


9 


ft ft 9 
O O 3 


n 
f 


TTC 

Uo — 


1 1 
ii— 


O Q9 

z y / 


O Q o 
-3o3 


1 1 
— 11 


Sequence 


11, Appl 


0 u 


9 Zl 
3 4 


43. 


6 


o / 


b 


TTC 

Uo — 


i n 

1 u - 


y 33 


O A Q 

-34 y 


O 1 1 A O 

-3 / 14z 


Sequence 


37142, A 


C 1 
o X 


9 /I 
3 4 


43. 


6 


IOC 

XZ 3 


n 

I 


T TO 

Uo — 


11- 


o o o 

z y 3 


C Q H 

-by / 


/i c o r\ 

-4 630 


Sequence 


4630, Ap 


^ 9 
3 Z 


9 Zl 
3 4 


43. 


6 


1 9 Q 

Xz o 


b 


TTC 

Uo — 


i n 

iu— 


QC'3 

y 33 


O /I Q 

-34 y 


o o o c 

-ZZ 33 


Sequence 


2235, Ap 


c. o 
3 3 


O /I 
3 4 


43. 


6 


X D3 


1 


TTC 

Uo — 


11- 


O A Q 

z4 y 


Til 
-111 


1 AT 

- 1 u / 


Sequence 


107, App 


^ Zl 
3 4 


9 Zl 
3 4 


43. 


6 


1 Q/l 

xy 4 


b 


TTC 

Uo — 


1 n 
IU — 


cm 

3 IU 


1 CO 

-1 bz 


/I 
-4 


Sequence 


4, Appli 


55 


34 


43. 


6 


195 


6 


us- 


10- 


953 


-349 


-2234 


Sequence 


2234, Ap 


56 


34 


43. 


6 


195 


6 


us- 


10- 


953 


-349 


-37209 


Sequence 


37209, A 


57 


34 


43. 


6 


198 


6 


us- 


10- 


953 


-349 


-2233 


Sequence 


2233, Ap 


58 


34 


43. 


6 


198 


6 


us- 


10- 


953 


-349 


-37208 


Sequence 


37208, A 


59 


34 


43. 


6 


214 


6 


us- 


10- 


953 


-349 


-37207 


Sequence 


37207, A 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result us-10-001-938-26 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
26.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title: US-10-001-938-2 6 

Perfect score: 79 

Sequence: 1 GRLI IEFKVNFPENG 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued^ 

1 : /EMC 

2 : /EMC 

3 : /EMC 

4 : /EMC 

5 : /EMC 

6: /EMC 

7: /EMC 



Patents_AA: * 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
_Celerra_SIDS3 
Celerra SIDS3 



★ 
* 



/ptodata/2/iaa/5_COMB . pep : 
/ptodata/2/iaa/6_COMB.pep: 
/ptodata/2/iaa/7_COMB.pep: 
/ptodata/2 /iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2 /iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



79 
79 



100.0 
100.0 



397 1 US-08-868-288A-5 
397 2 US-09-235-373-5 



Sequence 5, Appli 
Sequence 5, Appli 



http://es/ScoreAccessWeb/GetItem.action?AppId=10001938&seqId=529297&ItemNam 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 2 of 84 

^ 



4 

t 



o 
o 


7 Q 

/ y 


i on 


A 
U 


9 Q7 


o 
z 




n Q — 
u y 


9ft ft 
OOo 


_QQT_C 

y y o j 


C? n i i i*\ ^* ^\ 

oequence 


0/ >\ppi-L 


A 
4 


"7 Q 

/ y 


1 uu . 


A 
U 


9 Q7 
o y / 


o 
z 


uo 


n Q— 




_ A 9 Q — 1 7ft 

u o y x / o 


oequence 


1 7 Q 7\r^r> 

i / o t >^pp 


c 

J 


7 Q 

/ y 




A 
U 


9 Q7 


Z 


TTC!-. 


HQ — 

u y 


cop. 

JJO 


_ A Q 9 _ 1 

uyz iu oz 


O /-C i i r> y-i /-« 

oequence 


1 n ^ 9 Zir* 
1 U j Z / >ip 


O 


7 Q 

/ y 


1 uu . 


A 
U 


9 Q*7 
o y / 


o 
z 


TTQ — 


A o _ 

u y 


jUI 


-71 A — R 
— / 1 4 j 


ocquence 


j f /\ppxi 


n 

/ 


t; 9 

OZ 


DO . 


Q 
O 


9 Q7 


9 
z 


TTQ — 


HQ- 


94ft 
Z 4 0 


-7Qfi2i— 1 7 fi9ft 
— / y D/\ 1 / D Z O 


ocquence 


1 TCOQ 7\ 
J. / O Z O / r\ 


Q 


q a 

0 U 


a 9 

DO . 


*5 
O 


9 Zl Q 
o4 0 


1 


TTC — 
Uo 


Uo 


Q7 A 
y / 4 


_c^C_1 
- 04 D — 1 


oequence 


1^ Appll 


Q 

y 


A ^ 
4 / 


oy . 


0 


Q /l A 
J4 U 


1 
1 


TTC 

Uo — 


no 
Uo — 


Q7 A 

y / 4 


ClA C ^ 
-04 b — 0 


oequence 


C TV v\r\ "1 *i 

0, Appll 


l u 


/I 9 




0 


9 /l A 
J4 U 


9 
Z 


TTC _ 

Uo 


HQ — 

uy — 


Q A Q 

y 4 y 


__ A1 C— 

-ui b— bby i 


oequen.ee 


b b y 1 / /\p 


1 l 


yi 9 
4 / 


oy . 


0 


9 £ 9 
o b J 


9 
Z 


TTC — 

Uo — 


A Q _ 

uy — 


y 4 y 


A1 C.QQQQ 

-ui b— o o y y 


oequence 


Q Q Q Q 

o o y y / j\p 


1 9 
X z 


4 £ 
4 0 


CO 

oo . 


Z 


9 94 


O 
O 


TTC — 

uo— 


1U 


A 9 Q 

4 z y 


-.99 9 — 9 
Z Z O o 


oequence 


o, >\ppii 


1 9 


A a 
4 D 


DO . 


Z 


9 97 
JO / 


9 
Z 


TTC — 
Uo — 


n Q— 
u y — 


ccc 

bbo 


A 7 Q7A — ft 

- 4 / y/\— o 


oequence 


0/ Appil 


l 4 
1 4 


A C 

4 0 


til 


A 

U 


7 7 
/ / 


9 
Z 


TTC — 

Uo — 


A Q — 

uy— 


9 7 A 

z / u 


7 C7 — R 7 9 1 t; 
-/of — 0 / OlO 


oequence 


c "7 O 1 C 7\ 
0 / O 1 0 / A 


1 ^ 
1 0 


4 c. 
4 0 


D t . 


A 

u 


1 9fi 
1Z O 


9 
Z 


TTC — 
UO 


A Q _ 

u y — 


9 7 n 
z / u 


— / D / — 4 z u j y 


oequence 


A 9 0 Q Zi 
4 Z U j y j /\ 


J. 0 


4 9 
4 o 


J4 . 


/I 
4 


£ £ £ 
ODD 


9 
Z 


TTC — 
Uo — 


A Q _ 

u y 


1 9/1 
10 4 


UU1L. 0400 


oequence 


0 4 D 0 / J\y 


1 / 


/I 9 

4 Z 


Oj . 


Z 


o b 


i 
1 


TTC 

Uo — 


no 

Uo 


7 Q C 
/ 0 0 


- / y j — i 


oequence 


1, Appll 


1 Q 
1 O 


/l 9 

4 Z 


DO . 


Z 


o y / 


o 

O 


TTC 

Uo — 


1 A 

iu— 


AO Q 

4zy 


OOO 0 

- Z Z O z 


oequence 


O 7\ 1 ^ 

Z, Appll 


1 Q 

i y 


A 1 

4 1 


01 . 


y 


Q ^ 

y b 


9 
Z 


TTC _ 

Uo 


u y — 


9 4ft 
Z 4 0 


7 Q^Ii 9 T Cm 
/ 3Dn-Z10UO 


oequence 


9 1 C A O 7\ 

Zl DUO, J\ 


9 n 
z u 


4 1 


01 . 


y 


b bZ 


9 
Z 


TTC — 

Uo 


u y — 


C ft 9 
0 O O 


1 1 A A C1 1 
-11U-40 / l 


O J*H /VI i /^ VV /^ /X 

oequence 


4 C 7 1 7ir\ 
4 0/1/ -M.p 


O 1 

Z 1 


A 1 

4 1 


Q 1 


y 


C7 Q 

b / y 


9 
Z 


TTC 

Uo- 


u y — 


1U / 


4 9 9 9 4 H 9 
-4oo— o4UZ 


oequence 


9 4 A 9 TV r> 
O 4 U Z / Ap 


o o 
zz 


/in c 
4 U . 0 


01 . 


O 


9 A 

1 4 


z 


TTC 

Uo- 


A O 

u y- 


OTA 

z /u 


TCH tin A C A 

-/b/-0/4b4 


sequence 


0 / 4 b4 / A 


9 9 

Z J 


a n c. 
4U . 0 


01 . 


o 


9 C9 

z bZ 


9 
Z 


TTC 

Uo — 


A Q 

u y — 


9 7 A 

z / u 


n an /191Q9 
- / b / — 4 zi y o 


sequence 


4 9 1 Q 9 T\ 

4z i y O / A 


Z 4 


a a 
4 U 


ou . 


D 


9 9 Q 

z o y 


9 

z 


TTC 

Uo — 


1 A 

1 u — 


i r\A 
1U4 


n 4 7 9 1 CO 
U 4 / — ZlbZ 


oequence 


9 1 £ 9 TAt^ 

zioz, /\p 


z o 


/i a 
4 U 


OU . 


D 


o 0 o 


1 


TTC 

Uo — 


u o - 


ft ^ft 
o bo 


9 ft ft 7A 1 

-ZooA— 1 


O /X /tl 1 /> **X /^ /^v 

o e que nee 


1 TV r>r> 1 "i 

1 , -L 1 


O a 
Z D 


4 U 


0U . 


D 


9 R Q 


Z 


TTC _ 

Uo — 


A Q 

u y — 


OQC 

Z oO 


9 7 9 1 

— o / o — 1 


C? /% /vi i >^ /^ /^ 

sequence 


1, Appil 


9 7 
Z / 


4 n 
4 U 


ou . 


o 


OCQ 
OJO 


9 
Z 


TTC — 

Uo 


u y — 


9 ft ft 
OOO 


Q Q 9 — 1 

y y o i 


C? /^v /f 1 1 /^ /^ 

oequence 


1 TV v>> 1 -i 

1 / App 1 1 


9 $3 
Z 0 


4 U 


ou . 


c 
D 


o 0 O 


9 
Z 


TTC — 

Uo 


r\ q 
u y — 


Q Q 1 

y y i 


1 ft 1 — 1 A ft 
10114 0 


oequence 


1 4 Q 7\ y->y> 
14 0, App 


9 Q 

z y 


a n 
4 u 


ou . 


D 


9 ^ Q 

JJO 


9 
Z 


TTC 

Uo 


uy — 


OUl 


714 — 1 
— / 1 4 — 1 


sequence 


1/ /\ppil 


o a 
o U 


/i a 
4 U 


Q A 

OU . 


D 


oOo 


Z 


TTC 

Uo — 


A Q 

uy- 


Q Q A 

y y u 


AAA 1 A Q 
— 4 4 4 — 14 O 


sequence 


14 0/ App 


O 1 

ol 


/i a 
4 U 


C A 

ou . 


c 

O 


O CO 

oOo 


Z 


TTC 

Uo — 


A Q 

uy- 


yy / 


OOO 1 /I Q 

-ooo — 14 o 


sequence 


1 4 o / -App 


9 9 
oZ 


a n 
4 U 


OU . 


c 
D 


9 ^ Q 

JJO 


9 
Z 


TTC 

Uo — 


u y — 


Q Q 9 

y y z 


— COP- 1 4Q 

oyoi40 


sequence 


1 4 Q 7\ nn 

14 0/ App 


Q o 
O O 


a a 
4 U 


^ A 
OU . 


D 


OCQ 

JJO 


Z 


TTC 

Uo — 


A Q 

uy- 


QQQ 

y o y 


T5C_1 A Q 
— / oO — 14 0 


sequence 


1 A Q 7\ nn 

14 0/ App 


O /I 


a a 
4 U 


^ A 

ou . 


D 


oco 

OJO 


o 


TTC 

Uo- 


A Q 

uy- 


QQQ 

y o y 


— 7 9 C— 1 4Q 

— / z b — 14 0 


sequence 


1 A Q 7\ nn 

14 0/ App 


9 C 
O 0 


4 a 
4 U 


^ A 

ou . 


D 


o co 

OJO 


*3 
O 


TTC 

Uo — 


A Q 

u y - 


Q Q 7 

y y / 


_C1 A — 1 AQ 
—014—140 


sequence 


1 /I Q 7\ -n v\ 

14 0/ App 


9 C 
O O 


4 a 
4 U 


c; a 
OU . 


b 


oOo 


O 


TTC 

Uo — 


u y 


Q ft Q 

y o y 


— 7 9 Q — 1 4Q 

- / Z0 — 140 


sequence 


1 A Q 7\ n n 

14 0/ App 


9 "7 

O / 


4 a 
4 u 


t; a 
ou . 


b 


•3CQ 
OJO 


O 


TTC 

Uo - 


A Q — 

u y — 


Q Q 7 

y y / 


_ 9 4 Q — 1 4Q 
— 04y — 140 


oequence 


1 /I Q 7\ nn 

14 0/ App 


9 Q 
O 0 


A A 
4 U 


c; a 
OU . 


b 


•3CQ 
JJO 


o 


TTC 

Uo 


A Q — 

u y — 


Q Q 7 

y y / 


_CCO 1 /IO 

— bOo — 1 4 0 


oequence 


1 4 Q 7\ n n 

14 0/ App 


9 Q 

o y 


a a 

4 U 


c; a 
OU . 


b 


OJO 


o 
o 


TTC _ 

Uo — 


A Q _ 

u y — 


QQQ 

y o y 


— 9 Q 9 7A — 1 4Q 

— z y OA 14 0 


oequence 


1 4 Q 7\ nn 

14 0/ -^PP 


/l a 

4 u 


/I a 
4 U 


C A 

0U . 


b 


A 1 Q 

4 1 y 


1 


TTC 

us- 


A Q 

u o - 


CO c 

bob 


a i n o 
-41 / — o 


sequence 


O TVnnl -i 

o, Appil 


4 1 


4 U 


A 

OU . 


b 


/I O Q 

4 Z o 


1 


TTC 

Uo- 


A Q 

Uo 


QQQ 

o o y 


7 11 A 
— / 11 — 4 


sequence 


4 / App 1 1 


/I o 
4 Z 


/i a 
4 U 


C A 

OU . 


b 


/l O Q 

4 Z o 


z 


TTC 

Uo- 


A Q 

u y- 


1 QC 

10 0 


Q 9 C. /I 
— oZO— 4 


s equence 


4, Appil 


/I o 


A A 

4 U 


C A 

0U . 


c. 
D 


H C O 
/ DO 


1 


TTO 

Uo- 


A O 

U o - 


QQQ 

o o y 


Til O 

- / ll-z 


sequence 


O 7\ nn 1 ^ 

Z, Appil 


A A 

4 4 


a a 
4 U 


C A 

OU . 


c 
D 


T C O 
/ DO 


2 


T TO 

US- 


A Q 

uy- 


1 Q C 

loo 


Q O C O 

-ozO-z 


sequence 


O 7\ nn 1 -i 

Z, Appil 


/I c 


/i a 
4 U 


c; a 

ou . 


b 


/ bo 


o 
Z 


T TO 

us- 


A Q 

uy- 


C Q O 

Oo o 


1 1 A 9 9 9 9 
— 11U — O / / O 


sequence 


9 7 7 9 7\ w 

o / / o , Ap 


4 0 


4 U 


C A 

OU . 


b 


1 1 b 


o 
z 


T TO 

Uo- 


A Q 

uy- 


1 A9 
1U / 


/I 9 9 9 C 9 C 

— 4 oo — o bo0 


sequence 


9 C 9 C. T\n 

obo o, Ap 


/I T 
4 / 


O Q 

o y 


A Q 

4 y . 


A 

4 


OlZ 


z 


T TO 

Uo- 


A Q 

uy- 


C O Q 
OOO 


A Q 9 OCC 

— uyz— Z0b 


sequence 


OCC TV nn 

Z0b/ App 


A O 
4 O 


O Q 

j y 


A Q 

h y . 


/i 

4 


oi y 


Z 


T T O 

Uo- 


A Q 

uy- 


Z 4 o 


TQC7\ 1QOOO 

— / y oA-lo oZ o 


O /*N /VI 1 /% V*\ /S 

sequence 


1 Q 9 O O 7\ 

lo oZ o / A 


A Q 

4 y 


O Q 

j y 


A Q 

4 y . 


4 


oz o 


Z 


T T O 

Uo- 


A Q 

uy- 


coo 
OOO 


A Q O 1 A Q O 

-uyz— iuyj 


sequence 


1 A Q 9 7\i^ 

i u y o , Ap 


c a 
0 U 


O Q 

o y 


A Q 

4 y . 


4 


OZ / 


o 

z 


TTO 

Uo- 


A Q 

u y- 


Ooo 


A Q O 1 A Q C 

— u yz — iuy o 


sequence 


i noc 7» n 
i u y o , Ap 


C 1 

0 1 


O Q 

o y 


A Q 

4 y . 


A 

4 


■jot 
OZ / 


Z 


TTO 

us- 


A Q 

uy- 


Q A Q 

y 4 y 


a i a cocc 
— UI b— bZ bb 


s equence 


ao a a 7Ay> 
bZbb/ Ap 


c o 
Oz 


O Q 

o y 


4 y . 


4 


O O A 

ooU 


o 
Z 


TTO 

US- 


A Q 

uy- 


lb/ 


one a 

— Z U b— b 


sequence 


b/ Appil 


c o 
0 O 


O Q 

o y 


A Q 

4 y . 


4 


*D O A 

ooU 


o 
Z 


TTO 

US- 


A Q 

u y- 


Ooo 


A Q O Q "7 O 

— u y z — o / o 


sequence 


o / o / App 


C A 

54 


O Q 

o y 


A Q 

4 y . 


4 


*3 O A 
OOU 


o 
Z 


TTO 

US- 


A O 

uy- 


1 QA 

iyu 


Q T Co Q 

— y / bo-o 


sequence 


Q 7\ nn 1 -i 

o / Appil 


c c 
o 5 


O Q 

o y 


A Q 

h y . 


4 


o c ^ 
OOD 


Z 


TTO 

US- 


A CI 

oy- 


Q A Q 

•y 4 y 


A 1 C Q A O A 

— UI b-o Uo 4 


sequence 


Q A Q A Tin 

o U o 4 , Ap 


c c 

0 b 


9 Q 

o y 


A Q 

4 y . 


A 

4 


o / 4 


Z 


TTO 

us- 


A Q 

uy- 


• y 4 y 


a i a 7 9 a 9 
— Ulb— / obo 


O A /VI 1 A V* /"* A 

sequence 


7 9 £ 9 7\rN. 

/ooo, Ap 


c 1 

o / 


O Q 

j y 


A Q 

4 y . 


4 


4 ol 


Z 


TTO 

us- 


A Q 

uy- 


z 4 o 


Tocn icoio 
- / y oA-lbolZ 


C /■ v /VI 1 /""v V 1 ! /■• /-*y 

sequence 


1 a 9 1 9 TV 

IbolZ/ A 


58 


O Q 

3 y 


A Q 


4 


*T o c 

68 5 


2 


Tin 

us- 


•10- 


A O A 

094 


n a a o o c a 
-749-2360 


Sequence 


O O C A 7\ n 

2 j D U / Ap 


59 


38 


48. 


1 


49 


2 


us- 


09- 


270 


-767-33329 


Sequence 


33329, A 


60 


38 


48. 


1 


49 


2 


us- 


09- 


270 


-767-48546 


Sequence 


48546, A 


61 


38 


48. 


1 


78 


1 


us- 


08- 


117 


-952-752 


Sequence 


752, App 


62 


38 


48. 


1 


106 


2 


us- 


09- 


746 


-801A-49 


Sequence 


4 9 , Appl 


63 


38 


48. 


1 


106 


2 


us- 


10- 


•719 


-885-49 


Sequence 


4 9, Appl 



http://es/ScoreAccessWeb/GetItem. action? Appld=l 000 1 93 8&seqId=529297&ItemName=us. . . 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 1 of 48 



SCORE Search Results Details for Applicatior 

10001938 and Search Result us-10-001-938 

26-rapbm, 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
26.rapbm. 

start 

Go Back to pn 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 

US-10-001-938-26 
79 

1 GRLIIEFKVNFPENG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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% 
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Description 



79 100.0 



15 4 US-10-001-938-26 
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/IOC 

425 


-115- 


314381 


Sequence 


01 /1 0 0 1 
314 381, 


r 1 


4 0 


54 


. 4 


O A A 

392 


5 


US- 


10- 


Ad 

4 67 


-657- 


1784 


Sequence 


IOO/I TV _ . 

178 4, Ap 


c 0 
o2 


A O 

4 0 


C A 

54 


. 4 


A O C\ 

439 


4 


US- 


10- 


3 69 


-493- 


6325 


Sequence 


/" O O C T\ 

632 5, Ap 


c 0 


4 0 


C A 

o4 


. 4 


e~ t* f- 
666 


4 


T T fi 

US- 


10- 


00/1 
724 


-972A 


-7129 


Sequence 


OIOO TV ~_ 

712 9, Ap 


C A 
O 4 


4 2 


Oo 


. 2 


A A 

90 


4 


TTO 

US- 


10- 


/IOC 

425 


-115- 


189463 


Sequence 


1 O O /I /T O 

1894 63, 


C £ 
O 3 


4 2 


Oo 


0 
. 2 


1 O A 

129 


4 


TTO 

US- 


1 A 

10- 


/IOC 

425 


-115- 


307676 


Sequence 


O A O /Tl /" 

307 676, 


c c 

O D 


4 2 


00 


. 2 


136 


4 


US- 


10- 


767 


-701- 


47402 


Sequence 


/I 1 /I O O TV 

47402, A 


C O 

57 


42 


53 


. 2 


174 


4 


T T ft 

US- 


10- 


/IOC 

425 


-115- 


314374 


Sequence 


11 /I O "1 A 

314374, 


58 


42 


53 


.2 


205 


6 


US- 


11- 


096 


-568A 


-21365 


Sequence 


21365, A 


59 


42 


53 


.2 


206 


6 


us- 


11- 


096 


-568A 


.-15004 


Sequence 


15004, A 


60 


42 


53 


.2 


210 


4 


us- 


10- 


425 


-115- 


209770 


Sequence 


209770, 


61 


42 


53 


.2 


228 


4 


us- 


10- 


767 


-701- 


46318 


Sequence 


46318, A 


62 


42 


53 


.2 


228 


4 


us- 


10- 


425 


-115- 


314380 


Sequence 


314380, 
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* 



SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

26.rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-26. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:30:30 ; Search time 3.57616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 



Title: US-10-001-938-26 
Perfect score: 79 

Sequence: 1 GRLI IEFKVNFPENG 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applic 

1 : /EMC_Celerra_ 

2 : /EMC_Celerra_ 

3 : /EMC_Celerra_ 

4 : /EMC_Celerra_ 

5: /EMC_Celerra_ 

6: /EMC_Celerra_ 

7 : /EMC_Celerra_ 

8: /EMC Celerra 



ations_AA_New: * 

SIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US 10_NEW_PUB . pep : * 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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V 

■ 

4 



NO . 


ocor e 


Match 


Length 


DB 


ID 










Description 


1 


1 Q 

/ y 


100 


.0 


13 


b 


TTO 

Uo- 


1 U 


a q n 
4 y u 


Q A Q — 

— y 4 y 


9 C. 
O 3 


Sequence 


35, Appl 


o 

Z 


^ 9 


67 


.1 


33o 


b 


TTO 

Ub- 


1U- 


yo3 


9 /l Q 

— 34 y- 


1 QT1 1 

13/11 


Sequence 


13711, A 


o 

3 


c o 
3 J 


67 


.1 


3oZ 


b 


us- 


1 u- 


ft. c o 

y53 


O A Q 

-34 y- 


13 / IU 


Sequence 


13710, A 


A 

4 


c o 

53 


67 


.1 


420 


6 


US- 


10- 


ft c o 

953 


O /I ft 

-349- 


1 O T ft Q 

13 / uy 


Sequence 


13709, A 


5 


/I o 

4 J 


54 


.4 


O C "7 

Z3 / 


6 


us- 


1 ft 

1U- 


ft c o 

953 


O /I ft 

-34 y- 


1 ft c c 

lUbb 


Sequence 


1056, Ap 


/r 
D 


a o 
43 


54 


.4 


337 


6 


us- 


"1 ft 

10- 


ft c o 

953 


O A ft 

-349- 


T ft C C 

1055 


Sequence 


1055, Ap 


ft 

7 


A O 


54 


.4 


A 1 ft 

419 


6 


T T ft 

US- 


1 ft 

10- 


953 


*5 /l ft 

-349- 


T ft C A 

1054 


Sequence 


1054, Ap 


o 

O 


A 1 

4 1 


51 


.9 


O H 
Of 


6 


US- 


1 ft 

10- 


ft c o 

953 


o yi ft 

-349- 


o o o c o 

38753 


Sequence 


38753, A 


9 


4 1 


51 


.9 


93 


6 


US- 


1 ft 

10- 


ft c o 

953 


o /i ft 

-349- 


o o o c o 

38752 


Sequence 


38752, A 


i n 
1 U 


/i i 
4 1 


51 


.9 


y 3 


b 


tin 

us- 


1 ft 

iu- 


y 33 


Q A Q 

-34 y- 


O Q "7 C 1 

3o / 31 


Sequence 


38751, A 


i i 
1 1 


yi n 
4 U 


50 


.6 


Z 3 D 


b 


TTC? 

us- 


1 ft 

iu- 


y 53 


- 3 4 y - 


lb3 / y 


Sequence 


16379, A 


1 9 
J. Z 


fl U 


50 


.6 


9 1 £ 
o J. D 


b 


TTC _ 


1 u — 


Q c. 9 

y 3 o 


_ 9 /l Q _ 

o 4 y 


o bu o u 


Sequence 


36080, A 


1 9 


a n 
4 u 


50 


.6 


9 1 1 
Ol / 


b 


TTO — 


iu — 


y Do 


9 Zl Q _ 

— o4 y - 


9 cm q 
o bu / y 


Sequence 


36079, A 


1 /I 
1 4 


4 u 


50 


.6 


9 9 £ 


b 


TTC _ 


1 u 


Q R 9 

y do 


_ 9 A Q 

j 4 y 


1 oo / o 


Sequence 


16378, A 


± 3 


/i n 
4 U 


50 


.6 


3y / 


/ 


TTO 

us- 


11- 


O Q O 

z y 3 


- by / - 


O Q O O 

3o3 / 


Sequence 


3837, Ap 


1 D 


4 U 


50 


.6 


A 1 H 

41/ 


b 


T TO 

us- 


1 ft 
1U- 


ft c o 

y 33 


O A ft 

-34 y- 


1 C O 1 H 

163 / / 


Sequence 


16377, A 


I / 


4 U 


50 


.6 


A O C 

42 6 


/ 


T T O 

us- 


11- 


O ft o 

2 93 


-697- 


4751 


Sequence 


4751, Ap 


18 


A ft 

40 


50 


.6 


763 


7 


US- 


11- 


122 


r» r> /" 

-986- 


338 


Sequence 


338, App 


1 Q 

l y 


yi ft 
4 0 


50 


.6 


T a o 

763 


7 


TTO 

US- 


11- 


1 o o 

122 


ft O 

-986- 


o yi ft 

340 


Sequence 


340, App 


Z U 


O Q 

3 y 


49 


.4 


O "7 O 

Z /o 


D 


TTO 

us- 


1 ft 

10- 


ft c o 

953 


O /I ft 

-34 9- 


21 bl 


Sequence 


2767, Ap 


9 1 
Z X 


9 Q 

o y 


49 


.4 


9 n j4 


b 


TTO 

Uo — 


iu — 


y do 


9 A Q 

-34 y- 


9*7 C C 

Z / bb 


Sequence 


2766, Ap 


o 9 
Z Z 


9 Q 

3 y 


49 


.4 


31Z 


b 


TTO 

Ub — 


1U- 


y 53 


O /I ft 

-34 y- 


Z / b3 


Sequence 


2765, Ap 


9 9 

z o 


9 ft 
o O 


48 


.1 


1 RQ 
13 O 


b 


TTO — 


i n 
1 u 


QC'} 

y 3 j 


9 Q 

— -j 4 y — 


9 Q 1 Q 1 

3 y lo 1 


Sequence 


39181, A 


Z 4 


9 Q 


48 


.1 


1/3 


b 


TTO 

Uo — 


1 u — 


Q c o 

y 3 3 


— 34 y- 


O Q 1 Q ft 

3 y lo u 


Sequence 


39180, A 


9 R 
Z 3 


9 ft 


48 


.1 


1 Q "7 
lo / 


b 


TTO 

Uo 


IU 


y 3 o 


O /I Q 

— ,0 4 y- 


O Q 1 1 Q 

3y i / y 


Sequence 


39179, A 


9 C 

Z b 


9 Q 
3 O 


48 


.1 


o4 3 


b 


TTO 

Uo — 


1 u — 


C. ft A 
3U4 


1 O ft 

-izu- 


iy 


Sequence 


19, Appl 


O "7 
Z / 


o o 
3 o 


48 


.1 


1 1 C 1 

llbl 


/ 


TTO 

US- 


11- 


O A d 

24 6 


ft ft ft 

-999- 


T ft O 

103 


Sequence 


103, App 


o o 
Z o 


o o 

3o 


48 


.1 


1366 


6 


TTO 

US- 


i ft 
10- 


ft o c 

98 5 


C O ft 

-570- 


ft 
3 


Sequence 


3, Appli 


O ft 

z 9 


O 

3 6 


45 


.6 


1 on 

18 9 


6 


TTO 

US- 


i ft 
10- 


ft c o 

953 


n yi ft 

-349- 


ft T ft ft 

9120 


Sequence 


9120, Ap 


3u 


o ^ 
3 D 


45 


.6 


192 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


o /i ft 

-349- 


ft i i ft 
9119 


Sequence 


9119, Ap 


O 1 

31 


o ^ 
3 6 


45 


.6 


O A O 

248 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


o yi ft 

-349- 


ft 1 T ft 

9118 


Sequence 


9118, Ap 


o o 
3Z 


o a 
3 b 


45 


.6 


coo 
3Z3 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


O A ft 

-349- 


O C ft ft ft 

36009 


Sequence 


36009, A 


9 9 


9 c 
3 D 


45 


.6 


3 DO 


b 


TTO 

Uo — 


1 ft 

iu— 


ft c. o 

y 3 3 


O yl ft 

— 34 y- 


o a ft ft o 
3 bOUo 


Sequence 


36008, A 


O A 
3 4 


o £ 
3 b 


45 


.6 


o o r» q 


o 


TTO 

us- 


11- 


O ft 1 

301 


C C yi 

-554 - 


1 ft ft o 

1903 


Sequence 


1903, Ap 


o 3 


3 3 


44 


.3 


O 1 o 
Z13 


b 


TTO 

Uo — 


T ft 

iu— 


Q C O 

y 3 3 


-349- 


19718 


Sequence 


19718, A 


3 6 


o c 

35 


44 


.3 


o c r\ 

250 


6 


us- 


10- 


ATI 

953 


-349- 


19717 


Sequence 


19717, A 


O "7 
3 / 


ft C 

33 


44 


.3 


O Q O 

3yz 


6 


TTO 

us- 


1 ft 

1U- 


ft c o 

y 3 3 


-349- 


5472 


Sequence 


5472, Ap 


O Q 
O O 


33 


44 


.3 


CI 1 

3ll 


/ 


TTO 

us- 


1 1 

11- 


1 O 1 

1Z 1 


-154- 


96 


Sequence 


96, Appl 


O Q 

3 y 


O A 

34 


43 


.0 


1 a r\ 
140 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


-349- 


39676 


Sequence 


39676, A 


4 0 


ft /I 

34 


43 


.0 


ICO 

153 


7 


TTO 

US- 


11- 


244 


-348A-6 


Sequence 


6, Appli 


4 1 


O /l 

34 


43 


.0 


O A O 

243 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


-349- 


39675 


Sequence 


39675, A 


A O 
4 Z 


O /I 

3 4 


43 


.0 


o n o 
308 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


-349- 


19157 


Sequence 


19157, A 


A O 
4 J 


o /i 
3 4 


43 


.0 


O O /I 

334 


b 


TTO 

US- 


1 ft 

10- 


ft c o 

y 33 


-349- 


9073 


Sequence 


9073, Ap 


/I A 
4 4 


34 


43 


.0 


O A Q 

34o 


6 


TTO 

US- 


1 ft 

10- 


ft c o 

953 


-349- 


14087 


Sequence 


14087, A 


4 5 


34 


43 


.0 


369 


6 


us- 


10- 


r\ c o 

953 


-349- 


14086 


Sequence 


14086, A 


a a 
4 D 


3 4 


43 


.0 


o o c 

385 


6 


us- 


1 ft 

10- 


ft c o 

953 


-349- 


9072 


Sequence 


9072, Ap 


A "7 
4 / 


34 


43 


.0 


o ft r» 

390 


6 


TTO 

us- 


1 ft 

10- 


ft C *3 

953 


-349- 


9071 


Sequence 


9071, Ap 


A O 
4 O 


"3 A 

34 


43 


.0 


/ICO 

458 


6 


TTO 

US- 


1 ft 

10- 


i ft ^ 
19b 


-749- 


498 


Sequence 


4 98, App 


4 y 


3 4 


43 


.0 


A C A 

4 b4 


b 


TTO 

us- 


1 ft 

1U- 


C ft c 

3U5 


-928- 


757 


Sequence 


757, App 


5U 


O /I 

34 


43 


.0 


A H £ 

4 66 


6 


TTO 

us- 


T ft 

10- 


ft c o 

953 


-349- 


22705 


Sequence 


22705, A 




O A 

3 4 


43 


.0 


/I o o 

483 


6 


TTO 

us- 


T ft 

10- 


ft C *3 

953 


-349- 


22704 


Sequence 


22704, A 


Q 9 

3 Z 


9 /l 
o 4 


43 


.0 


olb 


b 


T TO 

us- 


1 ft 
1U- 


OCT 

y 33 


-349- 


23783 


Sequence 


23783, A 


C O 
3 3 


3 4 


43 


.0 


C O A 

534 


6 


TTO 

us- 


1 ft 

10- 


ft EI "5 

953 


-349- 


22703 


Sequence 


22703, A 


54 


34 


43 


.0 


551 


7 


us- 


11- 


ft ^ f 
236 


-238- 


29 


Sequence 


29, Appl 


55 


34 


43 


.0 


592 


6 


us- 


10- 


953 


-349- 


23782 


Sequence 


23782, A 


56 


34 


43 


.0 


596 


6 


us- 


10- 


953 


-349- 


23781 


Sequence 


23781, A 


57 


34 


43 


.0 


644 


7 


us- 


11- 


244 


-348A 


-5 


Sequence 


5, Appli 


58 


34 


43 


.0 


1025 


6 


us- 


10- 


505 


-928- 


505 


Sequence 


505, App 


59 


33.5 


42 


.4 


230 


7 


us- 


11- 


118 


-112A-220 


Sequence 


220, App 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result us-10-001-938-3 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
3.rai. 



start 



Go Back to p 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:37:25 ; Search time 15.5789 Seconds 

(without alignments) 
89.896 Million cell updates/sec 

US-10-001-938-3 
86 

1 QKRAAYDQYGHAAFEQ 16 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB .pep: * 
/ptodata/2/iaa/7_COMB.pep: * 
/ptodata/2/iaa/H_COMB .pep: * 
/ptodata/2/iaa/PCTUS_COMB . pep : * 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



86 100.0 
86 100.0 



131 2 US-09-553-498-4 
131 2 US-09-618-869-4 



Sequence 4, Appli 
Sequence 4, Appli 
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SCORE Search Results Details for Applicatioi 
| 10001938 and Search Result us-10-001-938-3.r< 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
3.rapbm. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:58:51 ; Search time 67.5789 Seconds 

(without alignments) 
109.671 Million cell updates/sec 



Title : 

Perfect score: 
Sequence: 



US-10-001-938-3 
86 

1 QKRAAYDQYGHAAFEQ 16 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applica tions_AA_Main : * 

1 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB . pep : * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 
2 
3 



86 100.0 
86 100.0 
86 100.0 



16 4 US-10-001-938-3 

340 3 US-09-764-868-1153 

341 3 US-09-764-868-1152 



Sequence 3, Appli 
Sequence 1153, Ap 
Sequence 1152, Ap 
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1 U / -"PP 1 




P9ft- 
0 Z 0 


A 7 /J - 1 ft 
0 / 4 J.U 


sequence 


1 ft TArvnkl 

1 u f -"PP 1 


1 ft- 


ft ft 1 _ 
UU1 


Q 9 R _ 9 7 
y Jo Z / 


oequence 


9 7 7A r*ir\ 1 

z / / >\ppi 




9 Q Q- 
Z y y 


c./J ft — /J 

34 U 4 


oecjuence 


4/ >\ppil 


iu- 


9 Q Q_ 

z y y- 


1 ft A — /J 
104 — 4 


oecjuence 


4, Appil 


i ft 

1U- 


9 9 0 

z 3 y- 


9 1 9 7A AAA 
313/V— 4 44 


oequence 


4 4 4 y App 


i ft 
lu- 


C 1 A 

bl4- 


C 9 Q 7\ in 

b3yA-10 


Sequence 


in tv i 

10, Appl 


i ft 
iu- 


C 1 A 

014- 


/I 1 A 7\ 1ft 

414A— 1U 


oequence 


in 7\ r-r. 1 
IU, APP1 


1 ft- 
lu- 


y OU — 


ft c. c._ 1 ft 
OOb— 1U 


oequence 


1 ft Arvrt 1 

1 U t App 1 


ll- 

J.1 


ftQft- 

uou 


JCp.l ft 

4 3 0 — J.U 


0 equenc e 


1 ft TV r\r> 1 

1 u / ^pp 1 


J. u 


9 90- 

C J -7 


91 97A — AA1 
J X J/\ 4 4/ 


oequence 


A A 7 7\ 
4 4// 


i n - 

_L U 


9 6Q — 

J03 


/I Q9 — 1 ft fi/J ft 
4^J1U040 


oequence 


1 ft ^/l ft 7A 
1 U O 4 O 1 i\ 


J. \j — 


JD5 


/I Q9_ 1 9ftft 7 
4 ^7 J ItUO / 


oequence 


1 9 ft ft 7 7A 
IZ U 0 / , /\ 




4 0/ 


£^7— ft9ftd 
OO / OZ04 


oequence 


ft 9 ft A TA T^k 
O Z O 4 / /\p 


ft Q — 

uy — 


Q 9 Q _ 

ozo — 


C. 7 /I — 1 1 
b / 4 — 11 


oequence 


1 1 TV v-nv-n 1 

11, Appl 


i n~ 
±u 


9 QQ- 


O 4 U J 


oequence 


C« 7_\ t^\>^n 1 t 
O, Appil 


i ft— 


9 0 Q — 

z j y — 


1 ft A — c. 

lo 4 — b 


oequence 


0, Appil 


Ti- 
ll— 


ft Qft — 

uo u— 


4 bo — 11 


oequence 


1 1 7\i^rN 1 

1 1 , App 1 


1 ft 

iu- 


9 C Q 

3 by- 


A Q 9 QfiCQ 

4 y 3 — 0 Ubb 


sequence 


Q ft d C. TV vs 

0 U b 0 , Ap 


1 ft — 

1 u — 


9 & Q — 

o by — 


/J Q 9 — 9 1 P/Q 

4 y j — z 1 0 4 y 


O v^v /"f 1 1 yfN ^"1 ^***v 

oequence 


9 1 Q A 0 7\ 

z lo 4 y , A 


1 ft 

iu- 


9 9 C 

3 / b- 


ft 1 ft 99 
uiu— zz 


sequence 


9 9 TV v»»»» 1 

ZZ, Appl 


11 — 


9 9 9 

Z oZ — 


A ft C7\ 9 9 

4 U b A— Z Z 


oequence 


9 9 TV MVS 1 

ZZ, Appl 


1 ft 

iu- 


9 £ Q 

3 by- 


/I no 9 9 9ft 

4y3~ / 33U 


sequence 


9 9 9ft T\ vn 

/ 3 3 U , Ap 


1 ft 

1 u — 


9 C Q 

o by — 


A Q 9 A C 9 9 

4 y j — 4 b / j 


sequence 


A C 9 9 t\ v> 

4 b / 3 , Ap 


1 ft 

iu- 


9 C Q 

o by — 


/l Q 9 A 9 

4 y j — 4 / 


sequence 


/I 9 TV vwi 1 

4 / , Appl 


1 ft 

iu— 


9 C Q 

o by — 


/1Q9 19CRQ 

4 yjijbbo 


sequence 


1 9 C Q. Q 7\ 

13 bbo , A 


1 ft 

iu- 


9 £ Q 

o by — 


/l Q 9 Q yi CA 

4 y j-o4bu 


sequence 


Q A C ft TV 

0 4 b U , Ap 


1 ft 

iu- 


^ ft i 
bui- 


9 Q 9 /I 9 Q Q 

Z oZ — 4 3 y 0 


sequence 


A 9 Q O TV v-x 

4 3 y 0 , Ap 


ft Q 

u y- 


Q C 1 

o bl — 


4 b 1 A— Z 


1 1 M y-» y«\ 

sequence 


9 TV v\v\ 1 t 

Z, Appil 


T. ft 

iu- 


9 £ Q 

3 by — 


/1Q9 1 COCO 

4 y3 — iboby 


oequence 


1 C O C Q TV 

lb8by, A 


i ft— 
i u— 


9 £Q_ 

o oy - 


/I Q 9 _ 1 CL/1Q9 

4 y J — 104 0 / 


oequence 


1 c. Zl ft 7 7V 

lb4 0 / , A 


i ft 
iu- 


9 C Q 

o by — 


A Q 9 Q £ /I 1 

4 y 3 — y b4 1 


oequence 


Q C A 1 Tv vn 

y b 4 1 , Ap 


1 ft 
1U 


9 £ Q 

o by — 


/1Q9 1QC99 

4 y j — 10 bz j 


oequence 


1 QCOO 7\ 

lo bZ J , A 


1 ft — 
1U 


9 £Q_ 


/J 0 9 _ 1 £7 c. a 
4yJ10 /04 


oequence 


1 £7 C. Zl TA 
10/04, A 


1 ft — 


9 £Q — 


/l 0 9 — 1 Q£/l£ 

4 y j — 1 y b4 b 


oequence 


1 Q £ A £ TA 

1 y b4 b , A 


11 — 


n/i c _ 
U 4 O 


ft da _i ;n/j 

UU4±0U4 


oequence 


1 CA^ T\ 

1 0 U 4 , Ap 


1 ft — 
1U 


9 £ Q — 

o oy — 


/J Q 9 Q 9 ft C 

4 y j — y JUb 


O y*^ 1 * v*\ y^ 

sequence 


Q 9 ft C TV v-x 

y j u 0 , Ap 


1 ft 

iu- 


AHA 
4 / 4 — 


9 9 C C 9 /l 

/ / b— b34 


sequence 


b34, App 


1 ft 

iu- 


yi 9 9 

4 / Z — 


Q 9 Q Q ft ft 

yz 0 — y uu 


sequence 


Qftft TV v-N v-n 

yuu, App 


1 ft 

iu- 


£1 9 

bl / — 


9 9ft 9 A Q 9 

3ZU — 34o / 


C 1 y-N y-V <l 4 f\ V*\ y^ 

sequence 


9 A Q 9 tv v\ 

3 4 0 / , Ap 


1 ft 

1 u - 


9 Q Q 

z y y — 


C. /I ft c 

04 U — b 


sequence 


b, Appil 


1 ft 

iu- 


9 0 0 

z y y — 


104 — O 


sequence 


b, Appil 


i n _ 
i u— 


A 9 c.— 
4Z0 — 


1 1 C, — 99Q9Q9 

110 — z j y j y / 


oequence 


9 9 Q 9 0 7 

z j y j y / , 


1 ft 
iu- 


9 £ Q 

j by — 


4 y3 — iz bl y 


sequence 


1 OC1 Q TV 

IZ bl y , A 


i ft 
iu- 


9 a o 
o by — 


/1Q9 1ft991 

4 y3 — 1U3 / 1 


Sequence 


1 ft 9 9 1 TV 

1U3 / 1 , A 


i ft 

10- 


9 C Q 

3 by- 


/ OO 999nC 

4 y3-Z3Z0b 


Sequence 


9 9 9 n c tv 
ZoZubf A 


1 ft 

1 u - 


9 a o 
3 by — 


A Q 9 19 19 

4 y 3- IZ IZ 


Sequence 


19 19 tv 

1 Z 1 Z , Ap 


11- 


ft 9 Q 

u / y- 


/l £ 9 O Q ft 9 

4 b3 — ybU3 


Sequence 


Q Q n 9 TV vv 

y 0 U 3 , Ap 


1 ft 

1 u - 


9 CI 

/ b / — 


9ft1 /1ft91C 

/ Ul-4U31b 


Sequence 


a n 9 1 C 7\ 

4 U3 1 b , A 


1 ft 
1U- 


/IOC 

4 Z b- 


11C 9QQ19/1 

llb-Zby 1 / 4 


Sequence 


9 Q Q 1 9/1 

Z8 y 1 / 4 , 


1 ft 

1U- 


9 Q 9 

ZoZ- 


1997V C/1CC1 

1ZZA— b4 bbl 


S equence 


C/l CC1 TV 

b4bbl, A 


11- 


096- 


568A-24300 


Sequence 


24300, A 


10- 


437- 


963-190831 


Sequence 


190831, 


10- 


425- 


115-289176 


Sequence 


289176, 


11- 


096- 


568A-24299 


Sequence 


24299, A 


10- 


437- 


963-108162 


Sequence 


108162, 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
I 3-rapbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-3. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:45:07 ; Search time 3.78947 Seconds 

(without alignments) 
48.831 Million cell updates/sec 



Title: US-10-001-938-3 
Perfect score: 86 



Sequence : 



1 QKRAAYDQYGHAAFEQ 16 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_CelerrajSIDS3/ptodata/2/pubpa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 



a/USO 9_NEW_PUB . pep : 
a /US 0 6_NEW_PUB . pep : 
a/US07_NEW_PUB.pep: 
a/US08_NEW_PUB . pep : 
a/PCT_NEW_PUB . pep : * 
a/US10_NEW_PUB . pep : 
a/USll_NEW_PUB . pep : 
a/US 60_NEW_PUB . pep : 



★ 
★ 
★ 
★ 

★ 
* 
★ 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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NO . 


Score 


Match 


Length 


Ud 


ID 










Description 


1 


Q C 
O D 


100 


.0 


1 b 


r 
D 


T TC 


1U — 


A Q A 

4 y u— 


Q A Q 

y 4 y 


A 

-4 


Sequence 


4, Appli 


2 


O 1 

o 1 


94 


.2 


15 


c 
O 


us- 


11)- 


A Q A 

4 y u- 


y 4 y 


1 A 

-iu 


Sequence 


10, Appl 


o 

3 


72 


83 


.7 


15 


c 
D 




iu- 


4 y u- 


y 4 y 


-11 


Sequence 


11, Appl 


A 

4 


b3 


73 


.3 


O O Q 

3o 9 


/ 


T TP 

US- 


11- 


122— 


y 0 b 


-loo 


Sequence 


185, App 


5 


c o 

63 


73 


.3 


"3 O A 

3o 9 


/ 


T TO 

US- 


11- 


122- 


00c 

yob 


- 1 0 / 


Sequence 


187, App 


6 


C A 

5 9 


68 


.6 


O *3 O 

332 


6 


T Tft 

US- 


1 A 

10- 


n c n 
953- 


O /I A 

34 9 


1 A A 1 

-140 / 


Sequence 


1407, Ap 


ft 

7 


C A 

5 9 


68 


.6 


ft C H 

367 


6 


Tin 

us- 


1 A 

10- 


953- 


34 9 


1 A A C 

-1406 


Sequence 


1406, Ap 


8 


59 


68 


.6 


VI C C 

456 


6 


us- 


1 A 

10- 


ft C ft 

953- 


ft /I A 

349 


1 A A C 

-1405 


Sequence 


1405, Ap 


9 


54 


62 


.8 


15 


6 


us- 


1 ft 

10- 


A A A 

490- 


A A A 

949 


-1 


Sequence 


1, Appli 


i a 
1U 


4 9 


57 


.0 


3U / 


c 
0 


TTC? 

us- 


1 A 

iu- 


Q C ft 

y 53- 


34 y 


-2183 


Sequence 


2183, Ap 


i i 
1 1 


4 9 


57 


.0 


335 


6 


T TO 

us- 


1 A 

10- 


y 53- 


O A Q 

34 y 


-2182 


Sequence 


2182, Ap 


12 


/I A 

4 9 


57 


.0 


O vi O 

343 


b 


T TC? 

us - 


1 A 

iu- 


y 53- 


1/1 ft 

34 y 


0101 
-2I0 1 


Sequence 


2181, Ap 


1 3 


A Q 
4 O 


55 


.8 


141 


b 


T TC? 

us- 


1 A 

iu- 


y 53- 


*3 A Q 

34 y 


1 A O vl O 

-1U34 0 


Sequence 


10348, A 


1 4 


A C 
4 D 


53 


.5 


i o ^ 
loo 


6 


T TP 

us- 


1 A 

10- 


0 c 0 
953- 


O ^ Q 

34 9 


1 C 1 1 A 

-lbllU 


Sequence 


16110, A 


1 c 

lb 


vi a 

4 6 


53 


.5 


vi 1 a 
419 


6 


T TP 

US- 


1 A 

10- 


A C ft 
953- 


0 a a 
34 9 


1 A C A 

-1054 


Sequence 


1054, Ap 


1 *T 

1 6 


4 3 


50 


.0 


O ft o 

308 


6 


T TP 

us- 


1 A 

10- 


A C O 

953- 


O /I A 

349 


00011 
-33811 


Sequence 


33811, A 


17 


/I o 

4 3 


50 


.0 


ft ft 

336 


6 


T TP 

US- 


1 A 

10- 


Q C ft 

953- 


O A A 

349 


O O O 1 A 

-33810 


Sequence 


33810, A 


18 


a o 

43 


50 


.0 


/tin 

430 


6 


T T P 

us- 


1 ft 

10- 


ft C ft 

953- 


ft /i ft 
349 


ft ft 0 rv ft 
-33809 


Sequence 


33809, A 


1 a 

1 9 


/l a 

42 


48 


.8 


O O A 

339 


6 


T TP 

us- 


1 ft 

10- 


ft C ft 

953- 


ft /l A 

349 


1 ft A ft ft 

-12422 


Sequence 


12422, A 


2 U 


VI o 

42 


48 


.8 


o o o 
382 


6 


T TP 

us- 


1 A 

10- 


Q C ft 

953- 


34 9 


1 O "7 1 A 

-13 flu 


Sequence 


13710, A 


21 


A ft 

42 


48 


.8 


/I O ft 

420 


6 


T TP 

us- 


1 A 

10- 


Q C ft 

953- 


ft A A 

349 


1 ft T A A 

-13709 


Sequence 


13709, A 


22 


4 1 


47 


.7 


321 


6 


T TP 

us- 


1 A 

10- 


953- 


34 9 


A C A 

-950 


Sequence 


950, App 


2 3 


A 1 

4 1 


47 


.7 


323 


b 


T TP 

us- 


1 A 

1U- 


y 53- 


34 y 


Q/IQ 

- y 4 y 


Sequence 


94 9, App 


2 4 


4 1 


47 


.7 


O A C 

3 4 o 


b 


T TP 

us- 


1 A 

10- 


Q C O 
953- 


34 y 


A O O C 

-4235 


Sequence 


4235, Ap 


2 5 


A 1 
4 1 


47 


.7 


o ^ o 
349 


6 


T TP 

us- 


1 A 

10- 


A C O 

953- 


*3 A A 

34 y 


O vl O 

-94o 


Sequence 


94 8, App 


2 6 


VI T 

4 1 


47 


.7 


363 


6 


us- 


1 ft 

10- 


ft r ft 

953- 


*5 /1 ft 
349 


VI ft ft VI 

-4234 


Sequence 


4234, Ap 


ft ft 

27 


vi i 
41 


47 


.7 


*3 O ft 

380 


6 


T T P 

us- 


1 A 

10- 


A C ft 

953- 


*5 /I A 

349 


ft 1 ft c 

-71/5 


Sequence 


7175, Ap 


o o 

28 


A 1 

4 1 


47 


.7 


381 


6 


US- 


1 ft 

10- 


A C ft 

953- 


"5 VI ft 

349 


VI ft ft ft 

-4233 


Sequence 


4233, Ap 


o ft 

2 9 


A 1 

4 1 


47 


.7 


391 


6 


T T P 

US- 


1 ft 

10- 


n c ft 

953- 


•5 il A 

34 9 


ft 1 ft VI 

-7174 


Sequence 


7174, Ap 


o ft 

30 


vi i 
41 


47 


.7 


442 


6 


TIP 

US- 


1 ft 

10- 


ft C ft 

953- 


■5 A A 

34 9 


0 1 0 ft 
-717 3 


Sequence 


7173, Ap 


o 1 
31 


/i ft 

40 


46 


.5 


417 


6 


us- 


1 ft 

10- 


ft C ft 

953- 


1 /1 ft 
349 


1 v ft ft ft 
-16377 


Sequence 


16377, A 


o o 

32 


39 


45 


.3 


1386 


7 


T T P 

US- 


11- 


ft 1 A 

314- 


ft 1 0 
018 


-6 


Sequence 


6, Appli 


o o 

33 


ft o 

38 


44 


.2 


166 


6 


T TP 

US- 


1 ft 

10- 


ft C ft 

953- 


349 


-16554 


Sequence 


16554, A 


o VI 

34 


ft o 

38 


44 


.2 


221 


6 


T TP 

US- 


"1 ft 

10- 


ft C ft 

953- 


*3 yi A 

349 


1 <r c c o 

-16553 


Sequence 


16553, A 


ft C 

35 


38 


44 


.2 


ft *5 1 
231 


6 


T T O 

US- 


1 ft 

10- 


ft C ft 

953- 


n /1 ft 

349 


1 C C C ft 

-16552 


Sequence 


16552, A 


o c 

3 6 


ft C 

3 6 


41 


.9 


*7 /I 

/ 4 


6 


T TP 

us- 


1 A 

10- 


Q C O 

953- 


"3 A A 

34 9 


i vi 0 0 c 

-14225 


Sequence 


14225, A 


37 


o c 

3 6 


41 


.9 


96 


6 


T TP 

us- 


1 A 

10- 


0 c 0 
95 3- 


"3 /I A 

34 9 


1 vi O O /I 

-14224 


Sequence 


14224, A 


3 o 


o c 

3 6 


41 


.9 


O *7 ft 

2 /U 


6 


T TP 

us- 


T A 

10- 


0 c 0 
953- 


O /I A 

3 4 y 


O A A 1 A 

-29919 


Sequence 


29919, A 


O A 

3 9 


o c 

3 6 


41 


.9 


ft ft c 

2 95 


6 


T TP 

us- 


T A 

10- 


A C O 

953- 


O A A 

34 9 


A A A 1 O 

-29918 


Sequence 


29918, A 


40 


36 


41 


.9 


0/11 
341 


6 


T TO 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /I A 

349 


ft A A 1 ft 

-29917 


Sequence 


29917, A 


vi i 
4 1 


36 


41 


.9 


ft ft T 

397 


7 


T TO 

US- 


11- 


ft ft ft 
293- 


C A ft 

697 


ft 0 ft ft 
-3837 


Sequence 


3837, Ap 


42 


36 


41 


.9 


/1 ft 
426 


7 


US- 


11- 


ft ft ft 
293- 


ft ft 
697 


VI ft c 1 

-4751 


Sequence 


4751, Ap 


A O 

4 3 


o c 

35 


40 


.7 


nift 
179 


6 


T T O 

US- 


10- 


953- 


ft /i ft 
349 


ft VI T C 

-7415 


Sequence 


7415, Ap 


A A 

44 


o r~ 

35 


40 


.7 


189 


6 


US- 


10- 


953- 


0 /1 ft 
349 


ft 1 Oft 

-9120 


Sequence 


9120, Ap 


A C 

45 


35 


40 


.7 


t ft ft 
189 


7 


US- 


11- 


0 r\ ft 

293- 


/- ft ft 
697 


-4556 


Sequence 


4556, Ap 


A t* 

4 6 


o c 

35 


40 


.7 


1 ft ft 
1 92 


6 


T T O 

US- 


1 ft 

10- 


ft C ft 

953- 


349 


ft 1 1 ft 
-9119 


Sequence 


9119, Ap 


A ft 

4 / 


o c 
35 


40 


.7 


0 0 ft 
23U 


6 


T TP 

US- 


1 A 

1U- 


0 c 0 
953- 


34 9 


"7 A 1 A 

- /414 


Sequence 


7414, Ap 


4 8 


o c 

35 


40 


.7 


O A O 

2 48 


6 


T TP 

US- 


"1 A 

10- 


A C O 
953- 


O /l A 

34 9 


AIIO 

-9118 


Sequence 


9118, Ap 


/I a 

4 9 


o c 

35 


40 


.7 


ft 1 1 
271 


6 


T T P 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /1 ft 
349 


1 0 ft 0 1 
-18081 


Sequence 


18081, A 


c a 

50 


o c 

35 


40 


.7 


O "7 O 

2/3 


b 


T TP 

US- 


1 A 

10- 


Q C O 

y 53- 


O vi Q 

34 y 


1 O A O A 

-I0U0U 


Sequence 


18080, A 


51 


O C 

35 


40 


.7 


•3 1 A 

314 


6 


T TP 

US- 


1 A 

10- 


A C O 

953- 


ft Vl A 

34 9 


1 O A 1 A 

-loO / 9 


Sequence 


18079, A 


c o 

52 


o c 

35 


40 


.7 


OCT 

357 


6 


T T O 

US- 


10- 


r» c ft 

953- 


1 VI ft 

349 


O ft VI ft 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
4.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score 
Sequence : 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 

US-10-001-938-4 
90 

1 QGFFAVQQTCPHCQG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued__Patents_AA: * 

1 : /EMC_Celerra__SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB . pep : * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB.pep:* 
/ptodata/2/iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 
2 



90 100.0 
90 100.0 



380 2 US-09-489-039A-9011 
399 2 US-09-553-498-2 



Sequence 9011, Ap 
Sequence 2, Appli 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title: US-10-001-938-4 
Perfect score: 90 

Sequence: 1 QGFFAVQQTCPHCQG 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2097797 



Post-processing : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2 
3 
4 
5 
6 



★ 
* 
★ 



Published_Applications_AA_Main : * 
1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: 
2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:~ 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USlOA_PUBCOMB.pep: 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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No. 
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% 
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Match Length DB 
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1 

2 
3 
4 



90 
90 
90 
90 



100.0 
100.0 
100.0 
100.0 



15 4 US-10-001-938-4 

340 3 US-09-764-868-1153 

341 3 US-09-764-868-1152 
376 4 US-10-369-493-689 



Sequence 4, Appli 
Sequence 1153, Ap 
Sequence 1152, Ap 
Sequence 68 9, App 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

4.rapbn. 
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Overview 
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FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-4. rapbn. 

start 

Go Back to previous p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 2, 2006, 19:30:30 



Search time 3.57616 Seconds 
(without alignments) 
48.509 Million cell updates/sec 



Title : US-10-001-938-4 
Perfect score: 90 



Sequence : 



1 QGFFAVQQTCPHCQG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



1 

2 
3 
4 
5 
6 
7 
8 



Published_Applications_AA__New: * 

SIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep:* 
SIDS3 /ptodata/2 /pubpaa/US 0 6 JSTEW_PUB . pep : * 
SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep: * 
SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 
SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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99 69 


Sequence 


3263, Ap 


9 n 
z u 


9 Q 
0 07 


43 


.3 


836 


CL 
D 


Uo 


1 fl- 
X u 


Q- 

J U 07 


191- 
X O X 


9 R 
0 0 


Sequence 


35, Appl 


9 1 
Z X 


9 Q 
J 07 


43 


.3 


836 


7 


Uo 


11- 

XX 


9 Q 9- 

Z 07 O 


D 07 / 


97 00 
O / U U 


Sequence 


3700, Ap 


9 9 

z z 


9 Q 
O O 


42 


.2 


236 


0 


TTQ_ 
Uo 


1 n_ 
x u 


Q 9 9- 
07 O O 


p t; 4 — 

0 O 4 


9 4 
Z 4 


Sequence 


24, Appl 


9 9 
Z O 


9 P 
O 0 


42 


.2 


691 


ez 

D 


TTQ — 

Uo 


1 n - 
x u 


Oil 


9 99- 

07 O / 


Z 07 07 O 


Sequence 


2995, Ap 


9 4 
Z 4 


9 Q 
O O 


42 


.2 


706 


7 

f 


TTC _ 

Uo 


11 — 

XX 


9 Q 9 - 
Z y J — 


697 - 

D 07 / 


9 919 
O 0? X 0? 


Sequence 


3919, Ap 


9 t; 
Z O 


Q 7 
O / 


41 


.1 


256 




TTC — 
Uo 


1 n _ 
x u 


(TOO. 

DZ O 


p n p — 

QUO 


D 


Sequence 


6, Appli 


Z D 


9 9 
O / 


41 


.1 


286 




TTQ — 

Uo 


1 n _ 
x u 


Q C O _ 

070 0 


9 4 9 — 

0 4 07 


1 6ft ^ft 
X DO O 0 


Sequence 


16858, A 


9 7 
Z / 




41 


.1 


302 


D 


TTC _ 

Uo 


1 n _ 
x u 


07OO - 


9 4 9- 
O 4 


1 6P 7 
lOO J / 


Sequence 


16857, A 


9 Q 
Z 0 


9 *7 

J / 


41 


.1 


308 


O 


TTC — 

Uo 


1 n_ 
x u 


07 3 0 — 


94 9- 
O 4 0? 


1 6P c; 6 
X 00 0 O 


Sequence 


16856, A 


9 Q 
Z 07 


9 9 
0 / 


41 


.1 


338 


O 


TTC — 


1 n - 


P R 9- 

07 O 0 


94 9- 
0 4 y 


19711 
X O / X X 


Sequence 


13711, A 


9 o 

O U 


9 9 


41 


.1 


339 


O 


TTC — 

Uo 


1 fi- 

X u 


Q R 9- 

07 Zj O 


9 4 9 — 

O 4 07 


1 9999 

X 07 O 07 c. 


Sequence 


19392, A 


9 1 
0 X 


9 9 
O / 


41 


.1 


382 


D 


TTC — 
Uo 


1 n~ 
xu 


Q ^ 9- 

07 J O 


94 9- 

O 4 07 


19710 
x 0 / x u 


Sequence 


13710, A 


9 9 
o Z 


9 9 


41 


.1 


420 


D 


TTC — 
Uo 


1 n - 
xu 


07 O O 


94 9- 

O 4 07 — 


1 9709 

X O / U 07 


Sequence 


13709, A 


9 9 
O O 


9 9 


41 


.1 


442 


D 


TTC — 
Uo 


1 n - 
x u 


Q R 9- 

07 D O 


94 9- 

O 4 07 — 


1 9991 
X 07 0 y X 


Sequence 


19391, A 


9 4 
O 4 


9 £ 1; 

00. 3 


40 


.6 


97 


0 


TTC — 
Uo 


1 n~ 
X u 


Q ^ 9- 

07 O O 


94 9- 

O 4 07 — 


1 6490 

X D4 Z U 


Sequence 


16420, A 


9 R 
O 0 


or c 
JD.J 


40 


.6 


190 


7 
f 


TTC — 
Uo 


11- 
XX 


9 Q 9- 

Z 07 0 


.697 - 
• Do? / — 


9 9 94 

oz 04 


Sequence 


3234, Ap 


9 C 
O O 


9 C 


40 


.0 


84 


7 


TTC — 
Uo 


11- 
XX 


9 9 P _ 
oZ O 


.7 4 7- 

' / 4 t 




Sequence 


5, Appli 


9 "7 

O / 


9 C 
O D 


40 


.0 


97 


D 


TTC — 

Uo 


1 n_ 
x u 


Q ^ 9- 
y D 0 — 


94 9- 

O 4 07 


9 4 4 9 9 
O 4 4 0 Z 


Sequence 


34432, A 


9 P 
O O 


9 6 
0 0 


40 


.0 


211 


(Z 


TTC — 

Uo 


1 H- 

x u 


Q ^ 9- 


94 9- 

O 4 07 


9 P 9 9 9 
O O 07 O Z 


Sequence 


38932, A 


9 Q 

o y 


9 6 


40 


.0 


214 


(Z 

D 


TTC — 

Uo 


1 fi- 
X u 


07 O O 


94 9- 

O 4 07 


99 9ft 
0? z 0 0 


Sequence 


9238, Ap 


4 

4 U 


9 £ 
O D 


40 


.0 


215 


(Z 


TTC — 
U O 


1 n~ 
xu 


Q R 9- 
07 D 0 


94 9- 

O 4 07 


.9997 

07Z O / 


Sequence 


9237, Ap 


4 1 
4 X 


9 6 


40 


.0 


306 


7 


TTC — 
Uo 


11- 

X X 


Z 4 07 


• 111- 

XXX 


• 110 
X X u 


Sequence 


110, App 


Zl 9 
4 Z 


9 6 

O D 


40 


.0 


318 


D 


TTC- 
Uo 


1 D- 
X u 


07 O 0 


949- 

O 4 07 


1 990ft 
X z z u 0 


Sequence 


12208, A 


Zl 9 


9 6 


40 


.0 


320 


C. 
D 


TTC- 
Uo 


1 n- 

X u 


• Q R 9- 

07 O 0 


• 949- 

O 4 07 


■ 90^61 


Sequence 


20561, A 


Zl Zl 
4 4 


9 6 


40 


.0 


324 


(Z 
D 


TTC — 
Uo 


1 0- 
X u 


• Q ^ 9- 

07 O O 


949- 
0 4 y 


• 1 9907 
X z z u / 


Sequence 


12207, A 


zi e; 

4 O 


9 £ 


40 


.0 


326 


CL 
D 


TTC — 
Uo 


1 fl- 
X u 


07 O O 


94 9- 
O 4 07 - 


• 90 60 
Z U 0 DU 


Sequence 


20560, A 


Zl 6 
4 D 


9 6 


40 


.0 


362 


7 


TTC- 
Uo 


11- 

X X 


9 Q 9- 

Z 07 0 


• 69*7- 
o y 1 


■ 9 64 5 

Z O 4 O 


Sequence 


2645, Ap 


Zl 7 
4 / 


9 6 
0 D 


40 


.0 


481 


7 


TTC — 
Uo 


11- 

XX 


■ 9 Q 9- 

Z 07 0 


D 07 / _ 


• 4 4 ^ft 
4400 


Sequence 


4458, Ap 


Zl Q 

4 o 


9 C 


40 


.0 


549 


7 


T TC — 
Uo 


.11- 
XX 


.9 QP_ 
Z 07O- 


. C97 _ 
• D 07 / - 


.4179 
*i ± 1 y 


Sequence 


4179, Ap 


A Q 

4 y 


9 C 
O D 


40 


.0 


1912 


D 


TTC _ 
Uo 


1 n _ 


1 1 - 

■ D X X - 


. Q Q 7 _ 

• y 0 / - 


.9^61 
'Z 0 oX 


Sequence 


2561, Ap 


O U 




39 


.4 


452 


7 
1 


TTC _ 

Uo 


11- 
11- 


• oZ D- 


. 4 P 9 - 
• 4 0 y - 


■ O 


Sequence 


5, Appli 


O X 


9 ^ 

O 0 


38 


.9 


177 


7 


TTC — 

Uo 


.11- 
XX 


.91 1 - 
0 X X 


cc c _ 


• 6 


Sequence 


6, Appli 


Q 9 
O Z 


9 ^ 


38 


.9 


177 


7 


TTC — 
Uo 


.11- 
XX 


.911- 
0 X X 


. ^ 61 - 
Jul 


. 6 
D 


Sequence 


6, Appli 


9 

0 O 


0 c 
0 0 


38 


.9 


177 


7 


TTC — 

Uo 


.11- 
XX 


.1 m - 
xux 


.91 6- 
• O X D 


-1 ^6 
IjO 


Sequence 


156, App 


t; a 


9 Q 


38 


.9 


195 


zr 
D 


TTC 
Uo - 


1 n 
■ XU- 


q 9 
• 07 d 0- 


9 4 9 

- 0 4 y - 


9P 9 9 9 
■ O O 07 O O 


Sequence 


38933, A 


55 


35 


38 


.9 


253 


6 


us- 


■10- 


•953- 


•349- 


•19102 


Sequence 


19102, A 


56 


35 


38 


.9 


350 


7 


us- 


•11- 


-101- 


■316- 


■8 


Sequence 


8, Appli 


57 


35 


38 


.9 


561 


6 


us- 


■10- 


■505- 


•928- 


•163 


Sequence 


163, App 


58 


35 


38 


.9 


750 


6 


us- 


•10- 


•953- 


-349- 


■427 


Sequence 


427, App 


59 


35 


38 


.9 


757 


6 


us- 


•10- 


•953- 


•349- 


-426 


Sequence 


42 6, App 
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SCORE Search Results Details for Applicatioi 
10001938 and Search Result us-10-001-938-5 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suqq 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
S.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 

US-10-001-938-5 

73 

1 SKTLSVKIPGAVDTG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



650591 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC_Celerra__SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



63 
63 



86.3 
86.3 



399 2 US-09-553-498-2 
399 2 US-09-618-869-2 



Sequence 2, Appli 
Sequence 2, Appli 
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3 


bU 


P 9 

oZ . 


z 


9 P A 

3o U 


Z 


T TO 

US- 


A Q 

09- 


A Q ft 

4o 9 


-03 yA- 9011 


sequence 


ft A 1 1 7\v^ 

y u 1 1 , Ap 


A 

4 


C Q 

o y 


p n 


Q 
O 


9 P A 
3o U 


Z 


TTO 

us- 


A A 

oy- 


a a o 
54 3 


- bolA-5yiz 


sequence 


C ft 1 9 7A v\ 

o y l z / Ap 


C 
O 


Q P 
JO 


9 Q 

/ y . 


0 


9P 1 


Z 


TTC 


A O 

u y - 


9 £ 9 

zOz 


Q Q 1 7\ 9919/1 

- y y ia— z / 1 / 4 


sequence 


9 9 19/1 7A 
Z / 1 / 4 , A 


CL 
D 


C 1 
0 1 


oy . 


Q 

y 


9 9 C 

3 / b 


3 


TTC 

Uo — 


1 A 

iu- 


9 9 R 

3/0 


ft 1 A 9 9 

-U1U-ZZ 


sequence 


9 9 7\ -r-\>-\ 1 

ZZ, Appi 


"7 

1 


A 9 
4 3 


q p 


y 


Z 0 4 


Z 


T TO 

US — 


A Q 

u y- 


9 A O 
Z 4 O 


9GC7\ 19P99 

- / y bA- 1 / 0 / / 


sequence 


1 9 P 9 9 7S. 
1 / 0 / / , A 


o 
0 


4 1 


5 D . 


z 


i n a 
1 / U 


o 
z 


T TO 

US- 


A ft 

09- 


OTA 

270 


-7 67-43106 


Sequence 


/I 9 1 A C 7\ 

4310b, A 


Q 

y 


A 1 


D b . 


z 


9 A Q 

3Uo 


z 


T T O 

US- 


A ft 

09- 


A O ft 

4 89 


A90TV OCQA 

-039A-8 590 


Sequence 


OCQA 7\ 

o 5 y U , Ap 


^ a 


4 1 


o b . 


z 


9 9 A 

3z U 


Z 


TTO 

US- 


A ft 

09- 


C A 9 

54 3 


coin 900^ 

- 681A- / 8 8 4 


Sequence 


9 O O A 7\ 

/ o o 4 , Ap 


i i 


/i a 
4 U 


C A 


Q 

o 


9 9 C 

3/5 


o 
Z 


T T O 

us- 


A ft 

09- 


9 O O 

3ZO 


9 C 9 4 ft O A 

-352-4 984 


Sequence 


A Q O A ~t\ •w-. 

4 y o 4 , Ap 


1 9 

lz 


/I A 


54 . 


o 
o 


A A T 

4U / 


o 
Z 


TTO 

US- 


A ft 

09- 


540 


O ft C 9 O ft ft 

-236-2899 


Sequence 


ft O ft ft 7V w 

2 8 9 9, Ap 


1 9 

1 3 


ft A 

3 9 


53 . 


4 


OZ 


Z 


us- 


09- 


/ion 

48 9 


ftftftTA 11/*"7T 

-039A-11677 


Sequence 


11^99 7V 

11677, A 


1 4 


9 Q 

3 y 


53 . 


4 


O A O 

z u y 


O 

z 


TTO 

us- 


A ft 

09- 


ft A 9 

902 


-540-14118 


Sequence 


1 A 1 1 O 7\ 

14118, A 


1 0 


9 Q 

3 y 


c; 9 


/i 


9 Q 1 


Z 


TTO 

Uo — 


n q 

u y- 


Q A 9 

y uz 


C/IA 1111A 
-0 4U- 111 1U 


sequence 


1 1 1 1 A 7\ 

1111U, A 


J. O 


9 Q 


^ 9 


/i 
*J 


C Q C 
J J J 


Z 


TTC — 

Uo 


n q 
u y- 


9 A P 
Z 4 O 


9QC7A 1 CKQ 

— / y bA— l b 4 o o 


1 1 tf^, +f\ j** 

o equence 


1 CA C C 7V 

1 b4 0 0 , A 


1 9 


9 P 
3 0 


R 9 


± 


one 

z u b 


Z 


TTO 

Uo — 


A O 

u y - 


9 9 A 
Z / U 


9C9 99PCQ 

— / b / — 3zo5y 


sequence 


9 9 P C Q 7V 

3z o o y / A 


1 P 
J. 0 


9 P 


^9 
OZ . 


1 
± 


9 19 
Z 1 / 


9 
Z 


TTO 

Uo 


A O 

uy- 


A P Q 

4 o y 


— U3yA~ / z 4 0 


sequence 


9 9 /l C 7\ v\ 

/ z 4 0 , Ap 


1 Q 

i y 


9 P 
3 O 


c: o 

OZ . 


1 


9 A Q 

3uy 


Z 


TTO 

us- 


A Q 

uy- 


A Q Cl 

4 o y 


A9Q7V 1A99Q 

-U3yA-iozzy 


sequence 


1 A 9 9 Q 7V 

luzzy, A 


z u 


9 P 
3 O 


c;9 

OZ . 


1 
± 


j jZ 


1 


TTO — 

Uo — 


AP 
Uo - 


A 9 9 
4 /Z 


CO/I c 

-034 — b 


sequence 


b, Appil 


9 1 

Z X 


9 P 
3 O 


£ 9 


1 
1 


9 C /I 

3 b4 


1 


TTO 

Uo - 


A P 

Uo - 


5 / U 


9 11 OC 

-311-z b 


sequence 


ft /C Ti 1 

zb, Appl 


9 9 
Z Z 


9 Q 

oo 


C 9 

5z . 


1 


3 /o 


Z 


TTO 

us- 


A ft 

09- 


coo 
583 


-110-4 647 


Sequence 


4 647, Ap 


9 9 

Z 3 


9 P 
3 O 


Q 9 
Oz . 


1 


9 9 Q 

3 / y 


9 
Z 


TTO 

us- 


A Q 

uy- 


1 A 9 
1U / 


/l 9 9 9 /I Q 9 

-433-34o / 


sequence 


9 A Q 9 7\ *^ 

3 4 o / , Ap 


9 /l 
Z 4 


9 P 
3 O 


t;9 
oz . 


1 
1 


one 

y uo 


9 

z 


TTO 

Uo- 


A Q 

u y- 


9 A P 
Z 4 O 


- / y bA— 1 5 / U b 


sequence 


1 C 9 A £T 7V 

15 / U b, A 


9 

z o 


9 P 


^ 9 
OZ . 


1 
1 


Q d 9 

y 4 z 


1 


Uo — 


A P 

Uo - 


1^1 

141 


9 9/1 1/1 

-3z4— 14 


sequence 


1/1 Ti »~ >~ 1 

1 4 , App 1 


9 £T 
Z D 


9 o 

OO 


c o 
OZ . 


1 
I 


y 4z 


1 


TTO 

us- 


A O 

08- 


C A 1 

541 


ft A 9 1/1 

-902-14 


Sequence 


1/1 T\ , „_ 1 

14, Appl 


9 9 
Z / 


9 P 
O 0 


t; 9 
oz . 


1 
1 


19 9 9 
J. / 3Z 


1 


TTO 

Uo - 


A P 

Uo- 


0 / u 


9 11 1 A 

-311— 1U 


sequence 


1 A 7\ «> n 1 

1 U , App 1 


9 P 
Z O 


9 P 
3 0 


£ 9 

oz . 


1 

L 


19 9 9 
1 / 3Z 


1 


TTO 

Uo - 


A P 

U o - 


9 G 9 

303 


/IOC 1 A 

-4o0— 1U 


sequence 


1 A 7\ 1 

1 U , App 1 


9 Q 

Z y 


9 P 
O O 


R 9 
OZ . 


1 

.L 


19 9 9 
± / oZ 


9 
Z 


TTO 

Uo 


A Q 

u y- 


U bb 


9 9 A 11 

— 33U— 1 1 


sequence 


1 1 T> v-. — . 1 

1 1 , App 1 


9 n 
3U 


9 9 


A 
OU . 




9 9 9 
Z 33 


1 


TTO 

Uo - 


A P 

U o - 


9 9 1 
ZZ 1 


9 C A 7\ 9 

- / 0 U A— / 


sequence 


/ , Appll 


9 1 
3 1 


9 9 
3 / 


t A 
5U . 


/ 


z bb 


Z 


TTO 

us- 


A Q 

u y- 


9 C 9 

z 5z 


Q ft 1 TV 9Q9CA 

- y y i a- z 9 / 5 o 


Sequence 


9 ft 9 C A t\ 

29 /50, A 


3 Z 


9 9 


C A 

5U . 


/ 


O O A 

3z0 


Z 


us- 


A ft 

09- 


9 O O 

3zo 


9 C 9 9 ft 9 9 

-352- /93 / 


Sequence 


ft n i t tv _ 

7 93 7, Ap 


9 9 
3 3 


9 9 

3 1 


C A 

5U . 


-7 

/ 


n /in 

34 0 


Z 


TTO 

us- 


A ft 

09- 


1 A 9 

107 


C997V 99ftO 

-532A-72 98 


Sequence 


72 98, Ap 


9 /I 
3 4 


9 9 
3 / 


50 . 


/ 


O ft c 

3 95 


2 


TTO 

us- 


09- 


"7 1 ft 

712 


ft C ft 1 f A 

-363-164 


Sequence 


164, App 


9 C 
3 5 


9 9 
3 / 


C A 

5U . 


/ 


yl ft "3 

4 y 3 


o 
Z 


TTO 

US- 


A ft 

oy- 


^19 

b!3 


9 A 9 1ft 

-303-19 


Sequence 


1ft TV „ „ 1 

19, Appl 


9 C 
3 D 


9 9 
3 1 


C A 

50 . 


/ 


/I ft o 

4 93 


o 
Z 


TTO 

US- 


10- 


2 67 


ft i i in 
-311-19 


Sequence 


1 C\ TV 1 

19, Appl 


9 9 
3 I 


9 9 


A 

OU . 


1 


C A C 

bU b 


9 

z 


T to 

Uo - 


A Q 

u y- 


9 A Q 

z4 O 


9QC7\ 19Q9A 
- / y bA- 1 / O 3 U 


sequence 


1 9 O 9 A 7V 

1 /o30, A 


9 P 
O 0 


9 9 
3 / 


t; a 
OU . 


1 


Q A 9 

y U3 


9 
Z 


TTO 

Uo — 


A Q 

u y- 


9 9 A 
Z / U 


9C9 /IC/19A 

- / b / -4 b4 / U 


sequence 


A C A 1 f\ tv 

4b4 /0, A 


9 Q 

3 y 


9 £ C 


c; a 
OU . 


U 


9 Q 9 

3 y / 


o 
z 


TTO 

Uo- 


A Q 

u y- 


Q A 9 

y Uz 


C/IA 19P9A 

-54U-lzo3U 


Sequence 


1 9 O 9 A tv 

lzo30, A 


a a 

4 U 


9 C 
3 D 


4 y . 


3 


1 o o 
IZo 


o 
z 


T T O 

us- 


A O 

Uo- 


Q C Q 

bob 


9 A 9 7\ 9 1/1 

-zU /A-314 


Sequence 


9 1/1 TV 

314, App 


H 1 


9 C 


A Q 

4 y . 


3 


1 d a 
104 


o 
Z 


TTO 

Uo - 


A Q 

u y- 


9 A P 

z 4 o 


9QC7\ 9AACQ 

- /yoA— zuu5y 


sequence 


9 A A C Q TV 

zUU5y, A 


A 9 
4 Z 


9 C 
3 D 


A Q 

4 y . 


3 


9 9 9 
Z Z 3 


o 
Z 


TTO 

us- 


1 A 

iu- 


a 9 a 
U3 b 


A A 1 £ 1 

-U41— bl 


Sequence 


C 1 7V 1 

bl, Appl 


/l 9 
4 3 


9 d 


4 y . 


3 


9 9 9 
ZZ / 


O 

z 


T TO 

Uo — 


A Q 

u y- 


9 A P 

zUo 


9 1 P 9 
- / lb- J 


Sequence 


3, Appll 


4 4 


6 b 


A Q 

4 y . 


3 


O O T 

ZZ / 


z 


TTO 

us- 


A ft 

oy- 


bzl 


Q 9 C O 

-9 / b-o 


Sequence 


8, Appll 


A C. 
4 0 


9 C 
3 D 


A Q 

4 y . 


3 


ZZ / 


o 

z 


TTO 

Uo- 


A Q 

u y- 


C 1 9 

513 


- y y yc-o 


Sequence 


O 7V vs 1 i 

o, Appll 


4 D 


9 C 


A Q 

4 y . 


3 


ZZ / 


o 
z 


TTO 

us- 


A O 

uy- 


A 9 1 
4 / I 


9 9 C O 

-z / b-o 


Sequence 


O 7\ VMS T -i 

8, Appll 


/I 9 

4 / 


3 D 


4 9 . 


3 


o ""J o 

273 


z 


TTO 

us- 


ft n 

09- 


1 ft o 

198 


/I C ft 7V 1 Cl 

-452A-767 


Sequence 


7 67, App 


/l Q 
4 O 


9 a 
3 b 


A Q 

4 y . 


3 


O T O 

z /3 


o 
z 


TTO 

us- 


A Q 

oy- 


A 9 P 

43o 


1 O C 7\ 9 9 9 

-lo 5 A- / z 3 


Sequence 


9 9 9 7V v-vm 

/ Z 3 , App 


A Q 

4 y 


9 £ 
3 D 


A Q 

4 y . 


3 


*5 C A 

3 bO 


o 
z 


TTO 

us- 


A Q 

09- 


C A 9 

54 3 


CO! 7v /I909 

-bolA-4 / o3 


Sequence 


A 9 O 9 T\ _ 

4/83, Ap 


c a 

0 U 


9 C 
3 D 


A Q 

4 y . 


3 


3 y 5 


z 


T TO 

Uo - 


A Q 

o y- 


a a 9 
bU3 


ft ft Q TV ft O 

-zUoA-zo 


Sequence 


9 O 7V vtv^i 1 

zo, Appl 


0 1 


9 C 
3 D 


A Q 

4 y . 


3 


A Q C 

4 o 5 


z 


TTO 

Uo - 


A Q 

u y- 


Q A 9 

y uz 


C A A Q O 9 P 

-04U — yo / O 


Sequence 


Q Q 9 O T\ _ 

y O / O , Ap 


C, 9 
OZ 


9 C 
3 D 


A O 

4 y . 


3 


CCA 

bb4 


z 


TTO 

us- 


A Q 

u y- 


A Q Q 

4 o y 


A9Q7V 1/1A19 
-U3yA— 14U1 / 


Sequence 


1 A A 1 9 7V 
1401 / , A 


c o 
5 3 


9 £ 
3 O 


A 1 

4 / . 


y 


lo 


1 


TTO 

US- 


A O 

Uo- 


A CO 

4 bo 


C 9 /I T3 O 

- b / 4B— o 


Sequence 


a , Appll 


c /i 
3 4 


9 R 

3 o 


A T 
4 / . 


y 


1 o 

lo 


1 


TTO 

US- 


A O 

Uo- 


9 O A 
/ 0 U 


C 9 1 O 

-5 / 1 - o 


Sequence 


o, Appll 


c c 
55 


3o 


A 1 

47 . 


9 


18 


2 


TTO 

US- 


A ft 

09- 


O O A 

324 


01 in 1ft 

-21 /B-10 


Sequence 


1ft TV <» 1 

10, Appl 


C 

b 6 


3o 


47 . 


9 


108 


2 


US- 


ft ft 
09- 


1 O 9 

187 


ft C ft ^ ft 

-859-43 


Sequence 


43, Appl 


C 9 
5 / 


3 O 


4 / . 


y 


T A O 

108 


2 


TTO 

US- 


A Q 

09- 


O 9 Q 

839 


C A 9 D /l 9 

-542B-43 


Sequence 


4 3 , Appl 


c o 


35 


47 . 


9 


108 


2 


US- 


09- 


C 9 C 

535 


O C ft A 9 

-852-43 


Sequence 


43, Appl 


59 


35 


47. 


9 


108 


2 


US- 


10- 


006 


-869-43 


Sequence 


43, Appl 


60 


35 


47. 


9 


188 


2 


US- 


09- 


902 


-540-14832 


Sequence 


14832, A 


61 


35 


47. 


9 


271 


2 


US- 


09- 


248 


-796A-16496 


Sequence 


16496, A 


62 


35 


47. 


9 


310 


2 


US- 


09- 


614 


-912-202 


Sequence 


202, App 


63 


35 


47. 


9 


344 


2 


US- 


09- 


489 


-039A-14341 


Sequence 


14341, A 
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SCORE Search Results Details for Application 
|10001938 and Search Result us-10-001-938-5.ra 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suqq 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
5.rapbm. 

start 

Go Back to pre' 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

US-10-001-938-5 
73 

1 SKTLSVKIPGAVDTG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



2097797 



Database : 



Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3: /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5: /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 

2 
3 



73 100.0 
63 86.3 
63 86.3 



15 4 US-10-001-938-5 

340 3 US-09-764-868-1153 

341 3 US-09-764-868-1152 



Sequence 5, Appli 
Sequence 1153, Ap 
Sequence 1152, Ap 
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A 

4 


c t 

63 


o c 

8 D 


. 3 


O 1 c 

3 / b 


4 


TTC 

us- 


10- 


t c a 
369 


yi Q T coo 

-4 y3-bo y 


Sequence 


68 9, App 


c 
O 


c t 
o3 


O D 


. 6 


O T C 

3 / b 


b 


T TO 

us- 


1 1 

11- 


ADA 

UoU 


ACQ on 

-4 bo — oZ 


Sequence 


T T 7\ _ _ 1 

32, Appl 


y 

D 


a o 

DO 


O D 




o oZ 


c 
0 


T TO 

us- 


1U- 


A C A 

4 oU 


- / bo-5y 4 oU 


Sequence 


C A yi T A TV 

59430, A 


T 
/ 


C A 

5 y 


O A 

80 


Q 

. o 


O T O 

3 /o 


4 


T TO 

us- 


10- 


T C O 

3by 


yi A T T O c 

-4y3-3o b 


Sequence 


TOy TV _ 

38 6, App 


Q 
O 


C A 

o y 


Q A 

oU 


Q 

. o 


o lo 


4 


TTO 

us— 


1U- 


O C Q 

6 by 


-4 yo— zi juo 


sequence 


T 1 T A C 7\ 

ZloUO , A 


a 

y 


c o 
DO 


/ y 


c 
. 0 


3/4 


4 


T TO 

us- 


10- 


o c o 

6 by 


-4 y o-lo boo 


Sequence 


1 T C C O TV 

13658, A 


i a 
1 U 


54 


/ 4 


. U 


o bZ 


A 

4 


TTO 

us- 


1U- 


T C Q 

o by 


yi A T A T A C 

-4yo-youo 


Sequence 


A T A C tv — . 

9305, Ap 


11 


52 


T 1 

71 


. 2 


OTP 

375 


4 


us- 


10- 


T ^ A 

369 


/IftT 1COCA 

-4 93-15859 


Sequence 


1 C ft C ft TV 

15859, A 


1 t 

1 Z 


c o 
5Z 


/ 1 


. Z 


3 / b 


4 


TTO 

us- 


10- 


T C Q 

oby 


yiAT iCyiOT 
-4 yj-154o / 


Sequence 


i c yi o T tv 

15487, A 


1 t 
13 


C 1 

51 


c q 

by 


. y 


3 / b 


4 


T TO 

US- 


10- 


TTC 

3/5 


ft 1 ft ft T 

-010-22 


Sequence 


22, Appl 


i yi 
14 


51 


69 


. 9 


376 


6 


T TO 

us- 


11- 


ft ft ft 

232 


yi ft y t\ ft ft 

-40 6A- 2 2 


Sequence 


22, Appl 


1 0 


c n 
5 U 


£ Q 

bo 


c 
. O 


O Q Q 

Zoo 


4 


T TO 

US- 


10- 


O C Q 

o by 


-4yj-oo / 4 


Sequence 


GOT /I TV 

8 8/4, Ap 


1 C 
1 D 


5U 


C Q 

bo 


. 5 


*3 C O 

3by 


4 


T TO 

US- 


10- 


T C A 

3by 


yiAT lACylC 

-4 93-1 964 b 


Sequence 


1 A C A C TV 

19646, A 


1 1 
1 / 


A A 

4 y 


b / 


. 1 


ft T ft 

3 / y 


4 


T TO 

US- 


10- 


T C A 

369 


yi A T T T T A 

-4 93-7330 


Sequence 


T T T A TV «~ 

7330, Ap 


1 o 

lo 


a a 

4 y 


C T 

b / 


. 1 


ft O ft 

380 


4 


T TO 

US- 


1 A 

10- 


T ^ A 

369 


yi A T yi c T t 

-4 93-4 573 


Sequence 


yi C T T TV _~ 

457 3, Ap 


i y 


A O 

4 o 


£ c 

b5 


o 
. o 


O T O 

3 /o 


4 


T TO 

US- 


T A 

10- 


1 c <c 

156 


TCI 1T1AT 

-7 61-13102 


Sequence 


1 T 1 A T TV 

13102, A 


O A 

Z U 


/I Q 

4 o 


bo 


Q 

. 0 


o / o 


4 


T TO 

us- 


1 A 

10- 


T C Q 

o by 


A A T O yi C A 

-4 y o-o 4 OU 


Sequence 


O A C A TV 

8 4 5 0, Ap 


z 1 


4 / 


C A 

b4 


A 

. 4 


O O A 

Jo 4 


4 


T TO 

us- 


1 A 

10- 


T C Q 

6 by 


yiAT Tioyio 

-4 yo-zio4 y 


Sequence 


T 1 o yi A TV 

Zlo 4 y , A 


t t 

22 


/l T 

4 7 


/- A 

64 


. 4 


461 


4 


US- 


1 ft 

10- 


yi ft yi 

424 


Cftft T C il A 1 "1 

-599-254411 


Sequence 


ft C A A 1 1 

254411, 


t ft 

23 


45 


y i 
61 


. 6 


306 


4 


US- 


10- 


o rt o 

282 


-122A- 73201 


Sequence 


1 ft ft /"\ "1 TV 

73201, A 


T /l 

2 4 


4 5 


y 1 

61 


. 6 


ft ft ^ 
306 


4 


T TO 

US- 


10- 


o o o 

282 


1 O O TV ftyiftft 

-122A-76109 


Sequence 


t y i ft ft tv 

76109, A 


o c 

25 


4 5 


61 


. 6 


ft A ft 

343 


5 


US- 


1 ft 

10- 


ft T ft 

972 


ft ft /I ft T T 

-024-277 


Sequence 


277, App 


o c 

2 6 


A A 

44 


60 


. 3 


ft <*\ 
306 


4 


US- 


1 ft 

10- 


ft r ft 

369 


yi ft ft t ft ft 

-493-790 


Sequence 


7 90, App 


z / 


/I A 

4 4 


c a 
bU 


. o 


one 
3Ub 


4 


T TO 

us- 


1 A 

10- 


ft O ft 

Z8Z 


1TT7\ yiTOOyi 

-12ZA-42884 


Sequence 


yi t o o yi tv 

42884, A 


Z o 


yi /l 
4 4 


£ a 
bU 


. o 


O "7 /I 


yf 
4 


T TO 

us- 


1 A 

iu- 


A O A 

4Z4 


CAA TCTT1T 

-oyy-zoj /iz 


Sequence 


T C T T 1 T 
Z5 J /1Z , 


T Q 

z y 


4 4 


c c\ 
b0 


. 3 


yi yi O 
4 48 


4 


T TO 

us- 


1 A 

10- 


/I T C 

425 


11C 1ACTTA 

-115-19533 9 


Sequence 


i ft e ft t ft 

195339, 


t a 
JU 


4 4 


bU 




yi T o 

478 


A 

4 


T T O 

us- 


1 A 

10- 


/IOC 

425 


1 1 A CCT1C 

-114-65215 


Sequence 


y c t i c tv 

65215, A 


Q 1 
J 1 


4 o 


C Q 
JO 


. y 


one 
3U5 


yi 
4 


T TO 

us- 


1 A 

10- 


T C A 

3b9 


yiAT iTCOyi 

-4 93-13684 


Sequence 


i t y o yi tv 

13684, A 


t t 

32 


/i t 

4 3 


58 


. 9 


376 


4 


US- 


10- 


369 


A ft ft 1 ft 1 ft 

-493-1212 


Sequence 


1212, Ap 


t t 


/I t 

4 3 


58 


ft 
. 9 


o o o 

382 


4 


T T ft 

US- 


1 A 

10- 


T /" A 

369 


yi ft ft o ft c 

-493-8065 


Sequence 


ft ft y c tv 

8065, Ap 


O 4 


4Z 


5 / 


. 5 


O 1 Q 

oiy 


4 


T TO 

us- 


1 A 

10- 


TOT 

ZoZ 


ITTtv COTOT 

-!ZZA-byZ8 / 


Sequence 


C A T O T TV 

69287, A 


ft C 
O 0 


A O 

4 Z 


5 / 


. 5 


j5U 


A 

4 


T TO 

us- 


1 A 

10- 


OCA 


yioo OTAAyi 
-4 y3-21024 


Sequence 


T 1 A T yi TV 

21024, A 


"3 C 


4 Z 


O / 


. 5 


4U1 


4 


T TO 

us- 


1 A 

10- 


T C A 

3by 


yi A T T yi c c 

-4y3-34b5 


Sequence 


t yi y c tv v» 

34 65, Ap 


J / 


yi o 
42 


57 


. 5 


COT 

597 


4 


T TO 

US- 


T ft 

10- 


A ft C 

425 


ccftfti 

-114-55831 


Sequence 


rj c ft ft 1 tv 

55831, A 


o o 

JO 


A T 

42 


5 / 


. 5 


ez n c 

665 


4 


T TO 

US- 


1 ft 

10- 


A ft C 

425 


lie ftftfty-ftc 

-115-323605 


Sequence 


ft ft ft y ft c 

323 605, 


o y 


/I t 

4 Z 


5 / 


. 5 


852 


4 


T TO 

US- 


1 ft 

10- 


T C A 

369 


A A T 1 r /| r 

-4 93-1645 


Sequence 


i y a c tv - 

1645, Ap 


/i a 
4 U 


4 1 


56 


. 2 


53 


4 


US- 


10- 


ft i /" 
016 


' 1 C ft T\ ft ft ft 

-157A-229 


Sequence 


22 9, App 


A 1 

4 1 


4 1 


56 


ft 
. 2 


r- ft 

53 


6 


US- 


11- 


042 


ft A 1 ft ft ft 

-241-229 


Sequence 


22 9, App 


/I t 

4 2 


A 1 

4 1 


56 


ft 
. 2 


14 7 


4 


T T O 

US- 


1 ft 

10- 


yi t c 

42 5 


11C ft/~Tftftft 

-115-26798 9 


Sequence 


ft y T ft ft ft 

267989, 


4 J 


A 1 

4 1 


5 b 


ft 
. Z 


305 


y| 

4 


T T O 

us- 


1 A 

10- 


TOT 

ZoZ 


ITTTV CACTT 

-1Z2A-5963Z 


Sequence 


CACTT TV 

59632, A 


4 4 


/I 1 

4 1 


5b 


ft 
. 2 


o i yi 

314 


4 


T TO 

US- 


1 A 

10- 


TOT 

282 


ITTTV ZTA1AT 

-122A-69193 


Sequence 


y ft t ft ft tv 

69193, A 


/I c 

4 5 


yi 1 
4 1 


56 


ft 
. 2 


ft T ft 

319 


4 


T T O 

US- 


"t ft 

10- 


TOT 

282 


ITTtv /"Oftfty 

-122A-68006 


Sequence 


y ft ft ft y tv 

68006, A 


A f 

4 6 


41 


56 


. 2 


385 


yj 

4 


T T ft 

US- 


10- 


•I /- ft 
369 


/iftft -i s- r a 

-493-16754 


Sequence 


16754, A 


4 / 


A 1 

4 1 


56 


ft 
. 2 


yi o o 

423 


4 


T TO 

us- 


1 A 

10- 


T C A 

369 


yiAT 1TC1A 

-493-12619 


Sequence 


i ft y i ft tv 

12619, A 


4 o 


4 1 


56 


ft 
. 2 


COT 

683 


r- 

5 


T T O 

us- 


1 A 

10- 


yi t t 

473 


ITT C 1 1 

-127-511 


Sequence 


C 1 1 TV M. 

511, App 


A ft 

4 y 


yi i 

4 1 


56 


. 2 


✓-"Oft 

683 


r 

5 


T T O 

us- 


1 A 

10- 


/ITT 

473 


ITT C 1 T 

-127-512 


Sequence 


C 1 T Tv 

512, App 


5U 


yi i 
4 1 


5b 


ft 
. 2 


COT 

683 


5 


TTO 

us- 


1 A 

10- 


/ITT 

4 /3 


ITT C 1 T 

-12 /-513 


Sequence 


C 1 T TV LI L. 

513, App 


0 1 


A 1 

4 1 


5b 


ft 
. 2 


COT 

683 


c 
D 


TTO 

us- 


1 A 

10- 


yi T T 
4 /o 


ITT C 1 yi 

-lz / -514 


Sequence 


c i yi tv w 

514, App 


OZ 


A 1 

4 1 


5b 


ft 
. 2 


COT 

b8o 


5 


TTO 

us- 


1 A 

10- 


yi T T 
4 /o 


1 O T C 1 C 

-IZ / -015 


Sequence 


C 1 C TV ■m'm. 

515, App 


c t 
53 


/I 1 

4 1 


56 


ft 
. 2 


/" O T 

683 


5 


TTO 

US- 


1 A 

10- 


A T T 

473 


ITT CtC 

-127-516 


Sequence 


516, App 


C A 

54 


/l 1 

4 1 


56 


ft 


z~ r\ *\ 
683 


6 


T to 

US- 


11- 


ft ft ft 
009 


CCA ft 

-554-9 


Sequence 


9, Appll 


55 


41 


56 


. 2 


905 


4 


T T f* 

US- 


10- 


/IP"! 

451 


A f T T\ A 

-467A-64 


Sequence 


64, Appl 


C y 

5 6 


A 1 

41 


56 


. 2 


ft t T 
913 


6 


US- 


11- 


ft ft T 

097 


1 A ft A 1 ft A 

-143-4134 


Sequence 


yi "1 ft yi tv ~ 

4134, Ap 


c t 
5 1 


/! 1 

4 1 


56 


. 2 


o ft yi T 

8 943 


5 


TTO 

US- 


1 A 

10- 


T yi c 

745 


ft ft ft 1 A A 

-237-190 


Sequence 


190, App 


c o 

58 


/I ft 

40 


54 


. 8 


125 


4 


US- 


10- 


156 


T/"""1 llft'lft 

-761-11979 


Sequence 


1 1 ft ft ft TV 

11979, A 


c a 

5 y 


A ft 

4 0 


54 


. 8 


228 


yj 

4 


TTO 

US- 


1 ft 

10- 


yi T T 

437 


ft/"*T Iftftftftft 

-963-18998 9 


Sequence 


i ft ft ft ft rv 
189989, 


60 


40 


54 


.8 


296 


4 


US - 


10- 


282 


-122A-61258 


Sequence 


61258, A 


61 


40 


54 


.8 


312 


4 


US- 


10- 


282 


-122A-50995 


Sequence 


50995, A 


62 


40 


54 


.8 


344 


5 


us- 


10- 


467 


-657-8284 


Sequence 


8284, Ap 


63 


40 


54 


.8 


674 


4 


us- 


10- 


369 


-493-12648 


Sequence 


12648, A 


64 


39.5 


54 


.1 


751 


3 


us- 


09- 


795 


-693-14 


Sequence 


14, Appl 



http://es/ScoreAccessWeb/GetItem.action?AppId=10001938&seqId=529313&ItemName=us... 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 1 of 42 



SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

5.rapbn. 



Score Home Retrieve Application SCORE System 
Page List Overview 



SCORE Comments / 
FAQ Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-5. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title : 

Perfect score 
Sequence : 



US-10-001-938-5 
73 

1 SKTLSVKIPGAVDTG 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA__New: * 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



_SIDS3/ptodata/2/pubpaa 
J3IDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 
_SIDS3/ptodata/2/pubpaa 



/US 0 9_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US07_NEW_PUB . pep : * 
/US08_NEW_PUB . pep : * 
/PCT_NEW_PUB . pep : * 
/US 1 0__NEW_PUB . pep : * 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 
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No . 


Score 


Match 


Length 


DB 


ID 










Description 


1 


1 o 


100 


.0 


lo 


b 


T TO 

us— 


1 n 
1U- 


a on 

4 y u- 


QAQ 

y 4 y 


— b 


Sequence 


6/ Appli 


Z 


4 4 


60 


.3 


Z UZ 


b 


TTO 

us— 


1U- 


y 03- 


3/iQ 
34 y 


1 1 1 A d 

-1114b 


Sequence 


11146, A 


o 
3 


4 4 


60 


.3 


2 iy 


b 


TTO 

us— 


1 n 
1U- 


y 03- 


34 y 


1 1 1 /I c 

-11140 


Sequence 


11145, A 


4 


A A 

4 4 


60 


.3 


222 


b 


TTO 

us— 


1 n 
1U- 


Q C O 

y 03- 


•5/1 Q 

34 y 


1 1 1 A A 
-11144 


Sequence 


11144, A 


D 


/I A 

4 4 


60 


.3 


0 q n 


b 


TTO 

us— 


1U- 


y 03- 


Q A Q 

34 y 


O 1 "7 C 

- / 1 / 0 


Sequence 


7175, Ap 


C 

b 


4 4 


60 


.3 


3yi 


b 


TTO 

us- 


1 n 

iu- 


Q C O 

y o3- 


0 /l 0. 
34 y 


O 1 1 A 

- /I / 4 


Sequence 


7174, Ap 


-7 
/ 


4 4 


60 


.3 


A A O 

442 


b 


T TO 

us- 


iu- 


0. c 0 

y o3- 


O /l Q 

34 y 


o 1 o 0 
- /I / 3 


Sequence 


7173, Ap 


0 
O 


38 


52 


.1 


354 


6 


US- 


10- 


Q C O 

953- 


O A ft 

349 


/I Q C C 

-4966 


Sequence 


4966, Ap 


y 


O O 

38 


52 


.1 


/! ft ft 

432 


b 


US- 


1 ft 
10- 


ft c 0 

9o3- 


0 /1 ft 
34 9 


/I Q C C 

-49bo 


Sequence 


4965, Ap 


1U 


38 


52 


.1 


502 


b 


TTO 

US- 


1 ft 

10- 


y o3- 


O A ft 

34 y 


/1 ft c. A 

-4964 


Sequence 


4964, Ap 


11 


0 c 
3d 


47 


.9 


0 1 1 
3 IX 


6 


US- 


-1 ft 

10- 


ft c 0 


0 /I ft 

34 9 


1 ft ft c 1 

-10961 


Sequence 


10961, A 


lz 


0 c 
3d 


47 


.9 


4o / 


b 


US- 


1 ft 

10- 


ft c 0 

953- 


0 ^ ft 
34 9 


1 ft ft C ft 

-10960 


Sequence 


10960, A 


i 0 


0 c 
3d 


47 


.9 


a 0 ft 

4 yo 


b 


us- 


1 ft 

10- 


ft c 0 

9o3- 


0 /1 ft 
34 9 


1 ft ft C ft 

-10959 


Sequence 


10959, A 


1 4 


O C 
0 D 


47 


.9 


J / Jo 


c 
b 


T TO 

us— 


1 n 
1U 


ouo- 


Q O Q 

y z 0 


— 10U 


Sequence 


150, App 


1 C 
1 D 


O /I 

3 4 


46 


.6 


I 1 Q 

I I O 


0 

1 


TTO 

us— 


11- 


O Q O 

z y 3- 


C Q O 

by / 


-2 / OO 


Sequence 


2755, Ap 


1 C 

1 b 


0 /i 
34 


46 


.6 


2uy 


b 


TTO 

us- 


iu- 


y 03- 


34 y 


-2yboy 


Sequence 


29859, A 


1 O 
1 / 


ft /I 

34 


46 


.6 


OCT 

2b/ 


b 


T TO 

us- 


10- 


0 c 0 

y 0 3- 


O/IQ 

34 y 


-2yoo8 


Sequence 


29858, A 


1 O 

18 


34 


46 


.6 


0 0 0 
293 


6 


TTfl 

us- 


t ft 
10- 


O C *5 

953- 


0 /I ft 

349 


O ft 0 c o 

-29857 


Sequence 


29857, A 


1 y 


O A 

34 


46 


.6 


c /1 c 
o4o 


•-1 

1 


TTO 

us- 


11- 


0 0 0 
293- 


coo 
69 / 


O A O O 

-248 / 


Sequence 


2487, Ap 


0 ft 

20 


0 0 
33 


45 


.2 


188 


6 


TTO 

us- 


1 ft 

10- 


ft c r> 

953- 


0 /1 ft 
349 


1 <r ft a 1 

-16041 


Sequence 


16041, A 


z 1 


O O 

33 


45 


.2 


2/3 


b 


TTO 

us- 


1 ft 

10- 


y 03- 


O/IQ 

34 y 


O /I C ft c 

-34 50b 


Sequence 


34506, A 


22 


O O 

33 


45 


.2 


28o 


b 


TTO 

US- 


1 ft 

10- 


ft c 0 

9o3- 


0 /I 0 

34 9 


1 0 0 0 ft 
-13230 


Sequence 


13230, A 


23 


33 


45 


.2 


ft ft T 

2 97 


6 


US- 


1 ft 

10- 


ft c 0 

953- 


349 


1 /" ft /1 ft 
-16040 


Sequence 


16040, A 


O A 

2 3 


0 0 
3 3 


45 


.2 


30U 


b 


TTO 

us- 


1 ft 

10- 


ft c 0 

y o3- 


0 /i ft 
34 9 


1 C ft O ft 

-16039 


Sequence 


16039, A 


2 o 


0 0 
33 


45 


.2 


O ft ft 

303 


6 


TTO 

US- 


10- 


953- 


349 


-34505 


Sequence 


34505, A 


0 c 
2 b 


O O 

3 3 


45 


.2 


3lD 


b 


TTO 

US- 


1 ft 

10- 


Q C O 

9o3- 


O/IQ 

34 9 


/I O A O 

-4 /4 / 


Sequence 


4747, Ap 


O O 

2 / 


O O 

3 3 


45 


.2 


O 1 Q 

3iy 


b 


TTO 

us- 


1 ft 

10- 


ft c 0 

y o3- 


O/IQ 

34 9 


CI A C 

-0 /4o 


Sequence 


5745, Ap 


O Q 
Z O 


"3 "3 
0 O 


45 


.2 


33D 


b 


T TO 

us— 


1U — 


y 03- 


O/IQ 

34 y 


1 O O O Q 

-1322 y 


Sequence 


13229, A 


9 Q 

z y 


"3 "3 


45 


.2 


341 


b 


TTO 

us- 


1 n 
1U- 


y 03- 


O/IQ 

34 y 


c O /l /I 

-0/44 


Sequence 


5744, Ap 


O u 


0 "3 


45 


.2 


34 / 


C 

b 


TTO 

us— 


1 n 
1 u — 


y 03- 


O /l Q 

34 y 


1 0 O O Q 

-1322o 


Sequence 


13228, A 


O 1 

31 


O O 
3 3 


45 


.2 


O Q 1 

3yi 


b 


TTO 

us- 


1 ft 
10- 


0 c 0 

y 53- 


O ^ Q 

34 9 


C O /I 0 

-0/43 


Sequence 


5743, Ap 


O O 

3z 


O O 

3 3 


45 


.2 


A O O 

428 


b 


T T O 

us- 


1 ft 
10- 


1 ft c 

19b- 


O ^ ft 

/4 9 


C 1 A 

-514 


Sequence 


514, App 


JO 


"3 O 

3 3 


45 


.2 


/IOC 

4 3b 


b 


T T O 

us- 


1 ft 

10- 


ft c 0 

9o3- 


O A ft 

34 9 


A 1 A C 

-474 6 


Sequence 


4746, Ap 


34 


0 0 

33 


45 


.2 


/ICC 
4 DO 


6 


TTO 

us- 


1 ft 

10- 


ft c 0 

9o3- 


O A ft 

34 9 


/I O /I c 

-4745 


Sequence 


4745, Ap 


O C 


33 


45 


.2 


c 0 ^ 

534 


/ 


TTO 

us- 


11- 


T O 1 

121- 


1 C A 

154 


IOC 

-135 


Sequence 


135, App 


0 c 

0 b 


"3 O 

32 


43 


.8 


10^ 
134 


b 


TTO 

us- 


1 ft 

10- 


ft c 0 

953- 


O A ft 

34 9 


-15674 


Sequence 


15674, A 


O "7 


"3 O 

32 


43 


.8 


1 C A 

ID 4 


b 


T T O 

us - 


11)- 


y 03- 


O/IQ 

34 y 


1 O O Q /I 

-13884 


Sequence 


13884, A 


ft Q 

00 


32 


43 


.8 


2 lo 


6 


TTO 

us- 


1 ft 

10- 


Q C O 

9o3- 


0 /I ft 

34 9 


1 0 /i ft 0 
-13402 


Sequence 


13402, A 


O Q 

J y 


0 0 
32 


43 


.8 


0 Cft 

2 60 


6 


TTO 

us- 


1 ft 

10- 


Q C O 

9o3- 


O/IQ 

34 9 


i 0 0 0 0 
-13883 


Sequence 


13883, A 


4 u 


32 


43 


.8 


0 ft ft 
290 


6 


TTO 

us- 


T ft 

10- 


ft c 0 

9o3- 


O A ft 

349 


C /I O ft 

-5422 


Sequence 


5422, Ap 


A 1 
4 1 


"3 O 

32 


43 


.8 


2 yo 


/ 


T T O 

us- 


11- 


O Q O 

2 y 3- 


C Q O 

b9 / 


0 o 1 0 
-2 /12 


Sequence 


2712, Ap 


A O 
42 


0 0 
32 


43 


.8 


010 

312 


7 


TTO 

us- 


11- 


1 A ft 

140- 


A C ft 

4 50 


-81 


Sequence 


81, Appl 


/I O 
4 3 


O O 

32 


43 


.8 


0 0 n 
32U 


b 


T T O 

us- 


1 n 

10- 


Q C O 

y o3- 


O/IQ 

34 y 


1 c 0 c c 
-163 bo 


Sequence 


16365, A 


A A 
4 4 


•3 0 
32 


43 


.8 


0 c 0 
3 b3 


b 


T TO 

US- 


1 ft 
10- 


ft c 0 

y o3- 


0^0 

34 9 


1 C O C A 

-163 b4 


Sequence 


16364, A 


45 


32 


43 


.8 


O ft A 

384 


6 


US- 


10- 


953- 


1/10 
349 


-16363 


Sequence 


16363, A 


A C 


32 


43 


.8 


426 


6 


US- 


1 ft 

10- 


ft c 0 

953- 


0 /1 ft 
349 


C /I ft 1 

-5421 


Sequence 


5421, Ap 


A O 

47 


32 


43 


.8 


CIO 

513 


6 


TTO 

US- 


10- 


953- 


349 


ft ft "7 1 *t 

-32711 


Sequence 


32711, A 


/I Q 

4 0 


O O 

32 


43 


.8 


coo 

02 y 


/ 


TTO 

us- 


11- 


000 
22 3- 


945 


-34 


Sequence 


34, Appl 


A Q 

4 y 


0 0 
32 


43 


.8 


c 0 1 
o31 


b 


T TO 

us- 


1 ft 

10- 


Q C O 

y o3- 


349 


-5420 


Sequence 


5420, Ap 


c n 
0 U 


O O 

32 


43 


.8 


C /|Q 

o4o 


b 


T TO 

us - 


1 ft 

iu- 


q r 0 

y 03- 


349 


-32710 


Sequence 


32710, A 


c 1 
D 1 


O O 

32 


43 


.8 


CO c 

0 / b 


b 


TTO 

us- 


iu- 


y o3- 


349 


-32301 


Sequence 


32301, A 


c 0 
D2 


0 0 
32 


43 


.8 


CIO 

bl3 


b 


TTO 

us- 


1 ft 

10- 


ft c 0 

9o3- 


349 


-32709 


Sequence 


32709, A 


c 0 
D 0 


0 O 

32 


43 


.8 


C AO 

b4 0 


-7 
/ 


T TO 

us - 


1 1 

11- 


n 0 /1 
U24- 


544A-8 


Sequence 


8 , Appli 


C A 

D4 


O O 

32 


43 


.8 


C A Q 

b4o 


-7 

/ 


TTO 

us- 


11- 


1 Q ft 

iyu- 


750 


-60 


Sequence 


60, Appl 


55 


32 


43 


.8 


648 


7 


us- 


11- 


264- 


784 


-77 


Sequence 


77, Appl 


56 


32 


43 


.8 


648 


7 


us- 


11- 


264- 


737 


-118 


Sequence 


118, App 


57 


32 


43 


.8 


689 


6 


us- 


10- 


953- 


349 


-32300 


Sequence 


32300, A 


58 


32 


43 


.8 


695 


7 


us- 


11- 


258- 


767 


-26 


Sequence 


26, Appl 


59 


32 


43 


.8 


745 


6 


us- 


10- 


953- 


349 


-32299 


Sequence 


32299, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-6. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suqq 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
6.rai. 



start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



Go Back to pre* 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score 
Sequence : 



June 2, 2006, 19:12:07 ; Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 

US-10-001-938-6 
80 

1 GDLYVQVQVKQHPIF 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB .pep : * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backfilesl.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 
2 



80 
80 



100.0 
100.0 



399 2 US-09-553-498-2 
399 2 US-09-618-869-2 



Sequence 2, Appli 
Sequence 2, Appli 
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i. 



3 


72 


ft ft ft 
90 . 0 


ft 0 <*\ 
380 


2 


US 


4 


63 


78.8 


i> 0 ft 
380 


0 
2 


US 


5 


^ ft 
62 


"7 ^ C 
/ / . 0 


■)7/- 
3 /D 


ft 
3 


US 


6 


*r ft 
62 


"7 ^ C 
/ / . 0 


3ol 


ft 
2 


US 


1 


bl 


/ b . z 


ft ft Q 


ft 
2 


US 


0 
0 


c 0 
5 9 


/ 3 . 0 


40/ 


ft 
2 


US 


ft 

9 


5 6 


n n a 
/ U . U 


0 1 c 


2 


T T O 

US 


i ft 
10 


0 D 


H ft ft 

1 u . u 


o 0 ft 
392 


2 


T TO 

US 


11 


5 6 


"7 A ft 
/U . U 


ft c 

406 


ft 
2 


T T O 

US 


1 ft 

12 


C /I 

54 


*r ft c 

67 . 5 


ft 0 ft 
382 


0 
2 


US 


13 


C ft 

52 


tZ C ft 

65 . 0 


ft ft 1 
391 


2 


US 


14 


4 6 


C ft c 

57 . 5 


1 ft 1 
121 


0 
2 


US 


7 c 

15 


4 6 


C ft c 

57 . 0 


0 ft ft 
320 


2 


T T O 

US 


1 6 


4 6 


C ft C 

57.0 


ft c 0 

358 


7 
1 


US 


17 


4 6 


c 1 c 

57 . 5 


ft c 0 

358 


2 


US 


10 


A C 

4 6 


C ft C 

5 / . 5 


0 c 0 
358 


2 


T T O 

US 


7 O 

1 y 


/I c 

4 6 


cn c 
0 / . 0 


ft c 0 

35o 


2 


T T O 

US 


0 a 
z u 


4 6 


C ft C 

0 / . O 


ft c 0 

3bo 


2 


T T O 

US 


2 1 


4 6 


C ft C 

57 . 5 


ft c 0 

358 


2 


T T O 

US 


22 


4 6 


C ft C" 

57 . 5 


ft C ft 

358 


2 


US 


O ft 

23 


a r 

4 6 


C ft C 

57 . 5 


ft c 0 

358 


2 


US 


24 


4 6 


C ft C 

57 . 5 


ft C Ci 

358 


0 
2 


US 


O r* 

25 


4 6 


C ft C 

57 . 5 


ft c 0 

358 


0 
3 


US 


26 


4 6 


C "7 [7 

57 . 5 


ICO 

358 


3 


US 


27 


4 6 


C "7 C 

57 . 5 


358 


3 


US 


28 


A /** 

4 6 


C ft C 

57 . 5 


ft C ft 

358 


3 


T t ft 

US 


2 9 


4 6 


c ft rr 

57 . 5 


ft C ft 

358 


0 
3 


US 


ft 0. 

30 


4 6 


57 . 5 


ft C ft 

358 


0 
3 


lift 

us 


31 


45 


C /"* ft 

56.2 


ft ft 
368 


0 
2 


us 


32 


A C 

4 5 


C £1 ft 

56.2 


ft ft c 

395 


2 


us 


ft ft 


/I A 

4 4 


r- r ft 

55 . 0 


ft 0 

28 6 


2 


us 


O A 

34 


4 4 


C C ft 

55.0 


ft ft 0 
308 


2 


T T O 

us 


35 


/1 ft 
4 3 


C ft ft 

53.8 


ft ft A 

324 


2 


US 


ft <!T 

36 


A ft 

4 3 


C ft ft 

53.8 


ft ft c 

395 


2 


US 


ft "7 

37 


A ft 

43 


C ft ft 

53.8 


A ft ft 

4 93 


2 


US 


ft 0 
38 


4 3 


C ft ft 

53 . 8 


A ft ft 

4 93 


0 
2 


US 


39 


41 


CI ft 

51 . 2 


ft ft /■* 
286 


0 
2 


US 


A ft 

40 


40 . 5 


50 . 6 


/I C ft 

450 


0 
2 


US 


A 1 

4 1 


A ft 

4 0 


C ft ft 

50 . 0 


T ft ft 

180 


2 


US 


42 


A ft 

40 


C ft ft 

50 . 0 


ft ft ft 
2 88 


2 


T T f* 

us 


A ft 

4 3 


/1 ft 
40 


C ft ft 

50 . 0 


ft ft ft 
320 


0 
2 


US 


44 


A ft 

40 


C ft ft 

50 . 0 


C ft c 

505 


2 


T T f* 

US 


/I c 

4 5 


/1 ft 
40 


C ft ft 

50 . 0 


C ft ft 

579 


0 
2 


US 


4 6 


A ft 

40 


C ft ft 

50 . 0 


/-/■NO 

608 


2 


T TO 

us 


4 7 


A ft 

40 


C ft ft 

50 . 0 


/* ft ft 
608 


2 


T T O 

us 


48 


/1 0 

40 


50 . 0 


/* 0 0 
608 


2 


us 


49 


39 . 5 


49.4 


680 


0 
2 


us 


r: 0 

50 


ft 0 
39 


A O ("I 

48.8 


65 


0 
2 


TTft 

us 


51 


ft ft c 
38 . 5 


A /~\ ft 

48.1 


446 


1 


us 


52 


38 . 5 


48.1 


446 


2 


T T **** 

us 


c 0 

53 


ft o f* 

38 . 5 


48 . 1 


446 


2 


us 


54 


ft 0 r" 

38 . 5 


A O "1 

48 . 1 


/I A "1 

447 


0 
2 


T T fl 

us 


55 


ft 0 c 

38 . 5 


/1 ft "i 
48 . 1 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:45:16 / Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

US-10-001-938-6 
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Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 
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Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 
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Published_Applications_AA_Main: * 
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/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 
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score greater than or equal to the score of the result being printed, 
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10- 


ft zr o 

369 


/lAft 1 A A *l A 

-493-19014 


Sequence 


1 Q A 1 A tv 

19014, A 


A ft 

4 7 


C ft 

50 


^ ft 
62 


. 5 


ft ft ft 
332 


4 


TTO 

us- 


1 ft 

10- 


o zr a 
369 


A ft ft ft O ft /I 

-4 93-2834 


Sequence 


ft O ft /l TV ^ 

2 o 3 4 , Ap 


A O 

4 8 


4 9 


61 


. 3 


ft i ft 
312 


4 


TTO 

us- 


1 ft 

10- 


ft O ft 

282 


1 ft ft T\ CAAftC 

-122A-50 995 


Sequence 


C A O Q C TV 

5U99o, A 


4 9 


/i ft 
4 9 


61 


. 3 


a i a 

418 


4 


TTO 

us- 


1 ft 

10- 


A ft C 

•425 


1"IC ft ft 1 1 A A 

-115-27114 4 


Sequence 


ft ft T 1 A A 

2 /1144 , 


C ft 

50 


A ft 

4 9 


61 


. 3 


C ft ft 

528 


4 


TTO 

US- 


1 ft 

10- 


ft zr ft 

369 


/Iftft ftft/^CI 

-493-22651 


Sequence 


ft ft zr c i tv 

22651, A 


C 1 

51 


A O 

4 o 


60 


. 0 


ft c n 
35U 


4 


TTO 

us- 


1 A 

10- 


ft £T A 

3 b9 


/lAft ftTAft/1 

-4 93-21024 


sequence 


ft 1 A ft A TV 

21024, A 


C ft 

52 


/I o 

4 8 


ft 
60 


. 0 


/I ft ft 

420 


4 


TTO 

US- 


1 ft 

10- 


ft zr ft 
369 


/Iftft C ft 1 

-4 93-591 


Sequence 


C A 1 TV 

o 9 1 , App 


C ft 

53 


4 7 


58 


. 8 


ft i r\ 
310 


4 


TTO 

US- 


1 ft 

10- 


ft zr a 

369 


/Iftft A /~ C\ A 

-493-4694 


Sequence 


A C O A t\ ._ 

4 to y 4 , Ap 


C /I 

54 


/i ft 
47 


58 


. 8 


ft ft ft 
322 


A 

4 


TTO 

US- 


10- 


ft zr a 
369 


/lAft ftAAftft 

-4 93-20073 


sequence 


ft ft A ft O Tv 

2UU / 3 , A 


55 


A ft 

47 


58 


. 8 


ft ft ft 
32 9 


4 


TTO 

us- 


1 ft 

10- 


ft O ft 

282 


IftftTV /Iftftftft 

-122A-49700 


Sequence 


A O. ft A A Tv 

4 9/00, A 


C ZT 

5 6 


/i ft 
47 


58 


. 8 


ft c o 

358 


4 


TTO 

us- 


1 ft 

10- 


ft zr a 

369 


/iftft r» /• /i i 
-4 93-9641 


Sequence 


ft C A 1 TV 

y to 4 1 , Ap 


C ft 

57 


/i ft 
47 


58 


Q 

. o 


ft Q 1 

391 


4 


TTO 

us- 


T ft 

10- 


ft zr q 
•369 


/lAft lOCZTA 

-4 93-18560 


sequence 


1 O C C A Tt 

lootoU, A 


c o 

58 


/i zr 

4 6 


C ft 

57 


. 5 


C 1 

61 


4 


TTO 

us- 


1 A 

10- 


A ft A 

•424 


Cftft ftCCftftft 

-599-25522 9 


Sequence 


ft C C ft ft Q 

2oo22y , 


5 9 


46 


C ft 

57 


. 5 


ft O ft 

28 9 


4 


TTO 

us- 


n ft 

10- 


•458 


"1 A ft O 

-143-20 


Sequence 


20, Appl 


60 


46 


57 


.5 


314 


4 


US- 


10- 


282 


-122A-69193 


Sequence 


69193, A 


61 


46 


57 


.5 


319 


4 


US- 


10- 


282 


-122A-69287 


Sequence 


69287, A 


62 


46 


57 


.5 


358 


3 


us- 


09- 


•989 


-722-148 


Sequence 


148, App 


63 


46 


57 


.5 


358 


3 


us- 


09- 


•989 


-723-148 


Sequence 


148, App 


64 


46 


57 


.5 


358 


3 


us- 


09- 


•989 


-279-148 


Sequence 


148, App 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

6-rapbn. 



Score Home 
Page 



Retrieve Application SCORE System 
List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-6.rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 ; Search time 3.1 Seconds 

(without alignments) 
55.960 Million cell updates/sec 



Title: US-10-001-938-6 
Perfect score: 80 



Sequence : 



1 GDLYVQVQVKQHPIF 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC Celerra 



SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 
SIDS3/ptodata/2/pubpaa 



/US 0 9__NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US 0 7_NEW_PUB . pep : * 
/US08_NEW_PUB . pep : * 
/PCT__NEW_PUB . pep : * 
/US 1 0_NEW_PUB .pep:* 
/US 1 1_NEW_PUB . pep : * 
/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 



Query 
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INO . 


C? /■« r\ v* ^ 


Match 


T v** 4" V\ 

iiengun 


no 


xx> 










Description 


1 
1 


ft 0. 
0 u 


100 


.0 


J. D 


o 


TTQ — 


x u 


4 U — 


QA Q 


_ 7 


Sequence 


1, Appli 


o 
Z 


0 1 


63 


.7 


9 9 9 
J oZ 


b 


TTO _ 


x u — 


0 C 9 _ 

yoo- 


. 9 Zl 0 

o 4 y 


_ i zi n 7 

— 1 4 U / 


Sequence 


1407, Ap 


9 
O 


3 X 


63 


.7 


9 £7 
O O / 


o 


TTQ — 
UO 


x u 




94 0 
O 4 ^ 


- 1 zi n £ 

1 4 U O 


Sequence 


1406, Ap 


4 


0 X 


63 


.7 


Zl ^ c 
4 D b 


b 


TTQ — 
Uo 


x u 


0^9 — 

y o o 


9 Zl 0 

o 4 y 


— i zi 

1 4 U O 


Sequence 


1405, Ap 


D 


A 9 
4 O 


53 


.8 


9 9 P 


b 


TTC 

Uo- 


xu- 


0 R 9 

y jj- 


9 Zl 0 

o 4 y 


19 7 11 
— Xo /XX 


Sequence 


13711, A 


D 


4 9 
4 O 


53 


.8 


9 £7 


b 


TTQ _ 

Uo - 


x u— 


0^9- 

y o o 


9Z1 0 

o 4 y 


— Q 1 9 Zl 

y xz 4 


Sequence 


9124, Ap 


7 


4 9 
4 o 


53 


.8 


9 P 9 
o OZ 


b 


TTQ _ 
Uo 


x u 


0^9 — 

y o o— 


9Z1 0 

o 4 y 


_ i 9 71 n 
— Xo / xu 


Sequence 


13710, A 


p 


Zl 9 
4 O 


53 


.8 


9 Q C 

o y D 


b 


TTC_ 
Uo 


i n_ 
x u 


y oo — 


9 Zl Q 

o4 y 


— Q 1 9 9 

— y xz o 


Sequence 


9123, Ap 


Q 

y 


4 O 


53 


.8 


a r\c 
4Ub 


b 


TTC? 

Uo- 


1U- 


y oo- 


O Zl Q 

oh y 


-yizz 


Sequence 


9122, Ap 


i n 


A 9 
4 O 


53 


.8 


4ZU 


b 


T TO 

Uo- 


1U- 


y oo- 


9 Zl Q 

o4 y 


1 9 9 n Q 

-io / uy 


Sequence 


13709, A 


1 1 


Zl 1 

4 1 


51 


.2 


OCT 

ZO / 


b 


T TO 

Uo- 


1U- 


y oo- 


9 Zl Q 

o4 y 


-1UD b 


Sequence 


1056, Ap 


x z 


Zl 1 
4 X 


51 


.2 


9 9 "7 
JO / 


b 


T TO 

Uo - 


X u — 


y oo- 


9 Zl Q 

o4 y 


-1UDD 


Sequence 


1055, Ap 


i 9 

J. o 


A 1 
4 X 


51 


.2 


Zl 1 Q 

4 j. y 


b 


TTO 

Uo — 


1 n 

X u — 


y oo- 


9 Zl Q 

o4 y 


i n c: a 
-1UD4 


Sequence 


1054, Ap 


1 4 

J. 4 


9 Q 
O 


48 


.8 


ZOO 


o 


TTQ — 
UO 


1 n _ 
x u 


y do 


9Z1 0 

o 4 y 


— 1 CTTQ 
— 1 bo / y 


Sequence 


16379, A 


1 ^ 
X D 


9 Q 
O 3 


48 


.8 


9 9 C 


o 


TTQ — 

uo 


i n _ 

1U 


y do 


9Z1 0 

o 4 y 


_ 1 £970 

i bo / o 


Sequence 


16378, A 


1 

J. D 


9 Q 
O 


48 


.8 


9 £H 


o 


TTQ — 

Uo 


x u — 


Q C 7 _ 

y Oo — 


9 Zl Q 

o 4 y 


— 9 ncm 
-z u bU o 


Sequence 


20603, A 


1 7 
1 / 


9 Q 

o y 


48 


.8 


9 P Q 

oo y 


b 


TTO 

Uo- 


1U- 


Q C 9 

y oo- 


9 Zl Q 

oh y 


-ZUbuz 


Sequence 


20602, A 


1 P 
X O 


o y 


48 


.8 


9 q n 

j y u 


b 


TTO 

Uo- 


iu- 


y oo- 


9 Zl Q 

oh y 


9 n c n i 
-ZUbUl 


Sequence 


20601, A 


1 Q 

x y 


9 Q 

j y 


48 


.8 


zi no 
4 uz 


b 


TTO 

Uo — 


X u — 


y o o- 


9 Zl Q 

o4 y 


Zl 9 C 9 

- 4 / bo 


Sequence 


4763, Ap 


9 fi 
Z U 


9 Q 

o y 


48 


.8 


Zl 1 1 

4X1 


b 


TTO 

Uo- 


X u — 


y oo- 


9 Zl Q 

o4 y 


Zl 9 £ 9 

4 / bZ 


Sequence 


4762, Ap 


Z 1 


9 Q 

o y 


48 


.8 


zl 1 c: 
4X0 


b 


TTO 

Uo — 


i n 

xu- 


Q C. O 

y oo- 


9 Zl Q 

o4 y 


Zl 9 £ 1 

- 4 / bl 


Sequence 


4761, Ap 


9 9 
Z Z 


9 Q 

o y 


48 


.8 


Zl 1 9 
4 X / 


b 


TTO 

Uo- 


1U- 


yoo- 


9 Zl Q 

ofi y 


-1 bo / / 


Sequence 


16377, A 


9 9 
Z 0 


9P c: 


48 


.1 


Zl Zl P 
4 4 O 


b 


TTO 

Uo — 


xu — 


y / o — 


£ Q 9 

byz 


1 c: 
-ID 


Sequence 


15, Appl 


9 4 
Z 4 


9 P 
O O 


47 


.5 


9 P Q 

o o y 


7 

1 


TTO — 

Uo 


xx — 


19 9 

izz- 


yob 


IOC 

-lO D 


Sequence 


185, App 


9 ^ 
Z 0 


9 P 
O 0 


47 


.5 


9 P Q 

o o y 


7 


TTC — 

Uo 


i i 
xx— 


19 9 

izz — 


0 P £ 

yob 


1 P 9 
- X O / 


Sequence 


187, App 


9 a 

Z D 


9 P 
O O 


47 


.5 


/I AT 

fi U / 


b 


TTO 

Uo- 


1U- 


Q C O 

y oo- 


O A Q 

oft y 


o c c c 
-Zbob 


Sequence 


2666, Ap 


9 7 
Z / 


9 P 
O 0 


47 


.5 


Zl Zl 9 

4 4 o 


b 


TTO 

U o - 


i n 

1 u — 


yoo- 


9 Zl Q 

o4 y 


9 c a c 
-Z bbo 


Sequence 


2665, Ap 


9 P 
Z 0 


9 7 t; 

O / . 0 


46 


.9 


boU 


/ 


TTO 

Uo — 


11- 


z y o- 


by / 


-o / / b 


Sequence 


3776, Ap 


9 Q 

z y 


9 C 
O D 


45 


.0 


9 p n 


b 


TTO 

Uo- 


xu— 


y oo- 


ofi y 


- / 1 / D 


Sequence 


7175, Ap 


9 C\ 
O U 


9 £ 
O b 


45 


.0 


9 Q 1 

j y x 


b 


TTC 

Uo — 


xu— 


y oo— 


9 Zl Q 

o4 y 


9 1 9 Zl 
- / 1 / H 


Sequence 


717 4, Ap 


9 1 
O 1 


9 £ 
O b 


45 


.0 


Zl HP 

4 Uo 


b 


TTO 

Uo — 


xu— 


y Do- 


9 Zl Q 

oh y 


1 9 1 9 A 
-1 /1ZU 


Sequence 


17120, A 


9 9 


9 C 
O b 


45 


.0 


Zl Zl 9 

4 4Z 


b 


TTO 

Uo — 


xu— 


Q t: 9 

y oo- 


9 Zl O 

ofi y 


9 19 9 
- / I / O 


Sequence 


7173, Ap 


9 9 
O O 


9 C 
O D 


45 


.0 


COT 
JO / 


b 


TTO 

Uo — 


xu— 


y DO- 


9 Zl O 

o4 y 


1 9 1 1 O 

-i / ii y 


Sequence 


17119, A 


9 Zl 
O 4 


9 C 
O b 


45 


.0 


C*7 Zl 
D / 4 


b 


TTO 

Uo — 


xu— 


OR 9 

y Do— 


9 Zl O 

o4 y 


1 9 1 1 Q 

-1 / llo 


Sequence 


17118, A 


9 ^ 
O 3 


9 C 
O D 


45 


.0 


/ U b 


b 


TTO 

Uo — 


iu— 


CI 1 

Dll- 


yo / 


O A C A 


Sequence 


2450, Ap 


9 £ 
0 D 


9 t; 
o D 


43 


.8 


9 m 


b 


TTO 

Uo — 


iu— 


y Do- 


Q Zl Q 

oh y 


OI OO 

-Zloo 


Sequence 


2183, Ap 


9 7 
0 / 


9 ^ 
O 0 


43 


.8 


OOO 


b 


TTO 

Uo — 


xu— 


Q c; 9 
y Do — 


9 Zl Q 

o4 y 


9 1 Q 9 

-ZloZ 


Sequence 


2182, Ap 


9 P 

oo 


9 ^ 
J D 


43 


.8 


*2 Zl "3 


b 


TTC 

Uo — 


1U- 


y do- 


o4 y 


-zlol 


Sequence 


2181, Ap 


9 Q 
O y 


9 Zl 
o 4 


42 


.5 


1 P P 

loo 


b 


TTO 

Uo — 


X u — 


y Do— 


9 Zl Q 

o4 y 


OQ1C 

-z y / d 


Sequence 


2975, Ap 


zi n 
4 U 


T /I 
O 3 


42 


.5 


9 n c 
z U b 


b 


TTO 

Uo- 


1U- 


y oo- 


o /I ft 

o4 y 


TITO 

- /llo 


Sequence 


7113, Ap 


/i i 


0 /I 
O H 


42 


.5 


zl b 


b 


Uo- 


1 u- 


y Do- 


O /l Q 

o4 y 


O ft "7 A 

-z 9 1 h 


Sequence 


2974, Ap 


A 9 
4 Z 


9 Zl 

o 4 


42 


.5 


9 Zl Zl 
Z 4 4 


b 


TTO 

Uo — 


1 u- 


Q Q 9 

y Do- 


1 A Q 

o4 y 


T1 1 O 

- /11Z 


Sequence 


7112, Ap 


A 9 
4 O 


9 A 
O H 


42 


.5 


zol 


b 


TTO 

us- 


1U- 


Q C O 

y Do- 


o4 y 


-z 9oz o 


Sequence 


29525, A 


4 fl 


9 A 
OH 


42 


.5 


o c c 

ZOO 


b 


us- 


10- 


Q C O 


349 


-7111 


Sequence 


7111, Ap 


4 D 


J4 


42 


.5 


O T C 

275 


6 


US- 


10- 


fr c o 

953- 


349 


O /I c o /— 

-24596 


Sequence 


24596, A 


4 b 


9 A 

o 4 


42 


.5 


z yy 


b 


Tip 

Uo- 


1U- 


y do- 


o4 y 


o yi c o c 
-z4 o9o 


Sequence 


24595, A 


A 9 
4 / 


"3 A 
O H 


42 


.5 


o o o 
JZo 


/ 


us- 


11- 


z4 y- 


1 1 T 
111 


1 ft o 

-102 


Sequence 


102, App 


A Q 
H O 


9 /l 
O 4 


42 


.5 


O /I c 

o 


b 


T T O 

us- 


10- 


ri i 
Dll- 


Q O "7 

9o / 


o c c o 
-zobz 


Sequence 


2562, Ap 


/I G 

4 y 


9 /I 

ofl 


42 


.5 


o oo 


b 


TTO 

us- 


10- 


y DO- 


1 A Q 

o4 9 


-z9 1 o 


Sequence 


2973, Ap 


d u 


9 A 

o 4 


42 


.5 


OOP 

j y o 


b 


TTO 

us- 


1U- 


Q C O 

y oo- 


o4 9 


O ft C ft 1 

-zUoyl 


Sequence 


20591, A 


D 1 


Q A 
O H 


42 


.5 


/i r\ i 
4 Ul 


b 


T T O 

us- 


10- 


Q C O 

9oo- 


O A ft 

34 9 


o yi c ft a 


Sequence 


24594, A 


^ 9 

o z 


9 Zl 
O 4 


42 


.5 


Zl 1 

410 


b 


TTC 

Uo — 


i n 
1 u — 


y Do — 


9 Zl Q 

o4 y 


-zud y u 


Sequence 


20590, A 


^ 9 

o o 


9 Zl 
o 4 


42 


.5 


Zl 1 Q 

4 1 y 


b 


TTC 

Uo — 


1 u — 


QC'3 

y Do— 


T Zl Q 

o4 y 


O ft C P Q 

-zudo y 


Sequence 


20589, A 


t; a 

D 4 


9 Zl 
O 4 


42 


.5 


con 
ooU 


b 


TTO 

us- 


1U- 


O C 9 

y Do- 


O A Q 

o4 9 


O Zl Zl o o 
-Z4400 


Sequence 


24438, A 


55 


34 


42 


.5 


635 


6 


us - 


10- 


953- 


349 


-24437 


Sequence 


24437, A 


56 


34 


42 


.5 


636 


6 


us- 


10- 


953- 


349 


-24436 


Sequence 


24436, A 


57 


33 


41 


.2 


138 


6 


us- 


10- 


542- 


038 


-17 


Sequence 


17, Appl 


58 


33 


41 


.2 


159 


6 


us- 


10- 


542- 


038 


-4 


Sequence 


4, Appli 


59 


33 


41 


.2 


358 


6 


us- 


10- 


953- 


349 


-32194 


Sequence 


32194, A 



http ://es/ScoreAccessWeb/GetItem.action?AppId= 1 000 1 938&seqld=5293 1 9&ItemName=us. . . 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us-10-001-9... Page 1 of 48 



SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938-7. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
7.rai. 

start 

Go Back to pre 1 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:08:52 ; Search time 11.4238 Seconds 

(without alignments) 
114.932 Million cell updates/sec 



Title: US-10-001-938-7 
Perfect score: 81 



Sequence: 



1 YCEVPINFAMAALGG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC__Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_C0MB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 



81 
81 



100.0 
100.0 



399 2 US-09-553-498-2 
399 2 US-09-618-869-2 



Sequence 2 , Appli 
Sequence 2, Appli 
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SCORE Search Results Details for Application 
|10001938 and Search Result us-10-001-938-7.ra 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
7.rapbm. 

start 

Go Back to pre 1 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



June 



2, 2006, 19:29:53 ; Search time 75.9934 Seconds 

(without alignments) 
91.432 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-001-938-7 
81 

1 YCEVPINFAMAALGG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5: /EMCj:elerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 
Match 



Length DB ID 



Description 



1 

2 
3 



81 100.0 
81 100.0 
81 100.0 



15 4 US-10-001-938-7 
161 5 US-10-450-763-55085 
340 3 US-09-764-868-1153 



Sequence 7, Appli 
Sequence 55085, A 
Sequence 1153, Ap 
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17209 


C* rf^fc 1 ^ v\ >«v 

bequence 


i 9 9 n Q 7\ 

i /z uy / A 


9 "3 
Z o 


01 


C 9 
DO 


n 
. U 


9 fl /J 
oo 4 


c 
b 


TTC 

Ub — 


i i 
11- 


n 9 /i 
U / 4 


-176- 


78 


sequence 


/ o , App 1 


9 /l 
Z 4 


c n 


C 1 

bl 


*7 


o / 0 


4 


TTC 

us- 


i n 
1U- 


O C ft 

oby 


-493- 


15859 


Sequence 


i CO CO TV 

loo09, A 


9 1; 

Z O 


OU 


£ 1 

bl 


n 
. / 


9 9 C 

o / b 


4 


T TC 

Ub — 


i n 
1U- 


9 C Q 

oby 


-493- 


15487 


sequence 


1 C/IQO T\ 

1040 /, A 


9 C 

z b 


0 u 


a i 
bl 


n 
. / 


9 fl A 
OO 4 


/i 
4 


TTC 

US- 


i n 
1U- 


9 C ft 

o b9 


-493- 


21849 


Sequence 


O 1 Q yi ft 7\ 

zlo49, A 


O 9 

z / 


4 9 


bU 


. 0 


obz 


A 

4 


TTO 

US- 


i n 
10- 


O C ft 

o69 


-493- 


9305 


Sequence 


ft o r\ c t\ „ 

9305, Ap 


9 Q 

Z o 


ft b 


0 b 


Q 

. 0 


9 9 9 


b 


TTO 

us— 


i i 
11- 


n /i c 
U4 0 


-004- 


1504 


Sequence 


i c n /i t\ _ 

1 o U 4 , Ap 


9 Q 

z y 


4 b 


D b 


Q 

. o 


9 Q C 

o y b 


4 


TTC 

Ub — 


i n 
1 U - 


10 b 


-761- 


12020 


sequence 


i o n o n 7\ 
IzUzU, A 


O. n 
O U 


4 0 


c c 

00 


. b 


O / b 


4 


TTO 

us- 


i n 

iu- 


O C ft 

oo9 


-493- 


1212 


Sequence 


T O 1 O t\ „ 

1212, Ap 


O. 1 
o ± 


fl 0 




» b 


/I CT 

4b/ 


4 


T TO 

us- 


i n 

iu- 


U /4 


-978A-247 


Sequence 


247, App 


9 9 
OZ 


A A 
4 H 


Ofl 


. o 


o b4 


b 


T TC 

us— 


11- 


n o *7 
Uo / 


-099- 


10854 


Sequence 


i n o c a tv 
1Uoo4, A 


9 9 
O O 


A 9 
4 O 


R 9 


1 

. 1 


i t;o 
10Z 


4 


TTC 

Ub — 


i n 
1U- 


9 C9 

lot 


-701- 


51964 


bequence 


CI QC/I T\ 

01 y b4 , A 


9 /l 
O 4 


/I O 
4 O 


OJ 


. 1 


z / 1 


0 


TTO 

us- 


1 n 
1U- 


c n c 
0U b 


-454- 


953 


Sequence 


ft C O TV v-v 

9oo, App 


9 

O 0 


/I 9 
ft O 


JO 


. 1 


ool 




T TC 

us- 


i n 

iu- 


o c o 
oby 


-493- 


18770 


Sequence 


1 oo on tv 
lo / /U, A 


9 c 
o b 


A 9 
4 O 


C 9 

JO 


. 1 


IOC 

ooO 


4 


T TO 

us- 


i n 

iu- 


O C ft 

ob9 


-493- 


16754 


Sequence 


1 C 1 C /» TV 

16754, A 


9 9 

o 1 


A 9 

4z 


C 1 

01 


. y 


1 o o 

Izo 


o 
o 


TTO 

us- 


n q 
U9- 


H C A 

1 b4 


-877- 


1594 


Sequence 


1 C ft A TV _ 

15 9 4, Ap 


9 Q 
O O 


/I 9 
4Z 


c: i 
01 


. y 


1 o o 
Izo 




T TO 

us- 


i n 

iu- 


z 4z 


-515- 


1594 


Sequence 


1 C ft /I TV _ 

159 4, Ap 


9 Q 

o y 


A 9 

4z 


01 


. y 


1 Q C 

iy b 


0 


TTC 

us— 


i n 
1U- 


4 OU 


-763- 


57058 


Sequence 


0 /U0o , A 


a n 
4 U 


/I 9 

4z 


C 1 

ol 


. y 


O ft c 

295 


0 


TTO 

US- 


i n 

iu- 


/i c n 
4 0U 


-763- 


57057 


Sequence 


C *7 ft C O T\ 

57057, A 


4 1 


/I o 

4z 


t: i 
01 


. y 


4Uo 


0 


TTO 

US- 


i n 
1U- 


TOO 

/oz 


-923- 


23825 


Sequence 


O O O O C TV 

zooz5, A 


4 9 
4 Z 


A 9 
ft Z 


c; i 
01 


. y 


A 1 Q 

410 


0 


TTC 

Ub - 


i n _ 

1U 


9 9 9 
/ oZ 


-923- 


23808 


sequence 


9 9 Q n Q 7\ 

z oo Uo , A 


4 9 
4 O 


v4 9 
4 Z 


01 


. y 


/I 1 Q 

4 lb 


0 


TTO 

Ub — 


i n 
1U- 


9 9 9 
/ OZ 


-923- 


23829 


bequence 


Z oo z y , A 


A A 
4 4 


/I 9 
4 Z 


q i 

01 


. y 


/l O Q 
H Z 0 


0 


TTO 

Ub — 


i n 
1U— 


/l cn 
fl OU 


-763- 


48608 


sequence 


/> o c n o t\ 
4obUo , A 


A R 
4 0 


4 1 


t;n 
OU 


. b 


ICQ 

Ibo 




TTC 

Ub — 


i n 
1U— 


/l O 9 
ft o / 


-963- 


138551 


sequence 


1 OOCC1 

loo 00 1 , 


/I C 

H b 


A 1 


c n 
OU 


. b 


O C C 

ob0 


/I 

4 


TTO 

us- 


i n 
1U- 


O C ft 

ob9 


-493- 


10648 


Sequence 


i ft C >1 O tv 

10648, A 


/l "7 


A 1 


c n 
OU 


. b 


C /I o 

648 


4 


T TO 

us- 


i n 
1U- 


i yi o 
14 9 


-310- 


116 


Sequence 


TTC TV ^ w 

116, App 


A O 


/I 1 
H 1 


c n 
OU 


. b 


ICO 

/oy 


4 


TTO 

us- 


i n 

iu- 


i /i o 
14 9 


-310- 


218 


Sequence 


O 1 Q TV W H 

21o, App 


A Q 

4 y 


H U 


A Q 

fi y 


. 4 


i o /i 

194 


4 


T TO 

us- 


i n 
1U- 


*7 C T 

/ b / 


-701- 


55799 


Sequence 


C C 1 ft ft TV 

55 / 99, A 


c n 

5U 


/i r\ 
4 0 


A ft 

4 y 


. 4 


241 


6 


TTO 

us- 


T 1 
11- 


TOO 

loo 


-298- 


6441 


Sequence 


6441, Ap 


0 1 


A Cl 


ft y 


. 4 


o o n 
ooO 


4 


TTO 

us- 


i n 
1U- 


O C ft 

oby 


-493- 


19832 


Sequence 


1 ft O O O TV 

19832, A 


C 9 
OZ 


a n 


fi y 


. fi 


o4 0 




T TO 

Ub — 


i n 
1U- 


9 Q 9 

Z oZ 


-122A 


-74172 


sequence 


"7 A 1 9 O T\ 
/ 4 1 / Z , A 


C O 


4 U 


4 y 


. 4 


34o 


4 


TTO 

us- 


i n 

iu- 


4/4 


-776- 


387 


Sequence 


O ft T TV a n , . 

387, App 


54 


/i n 
4 U 


4 y 


. 4 


O /I r 

345 


5 


TTO 

us- 


i n 

10- 


/I T O 

4 /z 


-928- 


4098 


Sequence 


A f\ C\ Q TV w~ 

4 098, Ap 


0 0 


/i n 
fl U 


A Q 

fi y 


. 4 


O T Q 

o / y 


A 

4 


TTO 

us— 


i n 

iu- 


O C Q 

oby 


-493- 


18523 


Sequence 


1 O C O O TV 

loozo, A 


c c 
0 b 


4 U 


fi y 


/I 

. 4 


A T "3 

413 


5 


TTO 

us- 


i n 

1U- 


TOO 
/ OZ 


-923- 


23809 


Sequence 


O O ft ft ft TV 

23809, A 


C. 9 
0 / 


9 Q C 


A O 

fi O 


o 
. o 


416 


b 


TTO 

US- 


i i 
11- 


1 o o 

loo 


-298- 


349 


Sequence 


34 9, App 


C Q 
0 O 


o y . o 


A O 

4o 


o 

. O 


t ft r\ o 

1902 


4 


TTO 

us- 


i n 
10- 


/I O 1 

4 o / 


-963- 


139559 


Sequence 


1 O ft C C ft 

139559, 


c. q 
o y 


9 Q 

o y 


A Q 
fi O 


. 1 


i i n 
110 


4 


T TO 

us- 


i n 

iu- 


/joe 

4 Z 0 


-115- 


265773 


Sequence 


o c a *7 o o 
z bo / /o , 


60 


39 


48 


.1 


127 


4 


us - 


10- 


289 


-762- 


359 


Sequence 


359, App 


61 


39 


48 


.1 


148 


4 


us- 


10- 


767 


-701- 


51826 


Sequence 


51826, A 


62 


39 


48 


.1 


166 


4 


us- 


10- 


424 


-599- 


181463 


Sequence 


181463, 


63 


39 


48 


.1 


170 


4 


us- 


10- 


425 


-115- 


265740 


Sequence 


265740, 


64 


39 


48 


.1 


205 


5 


us- 


10- 


450 


-763- 


53421 


Sequence 


53421, A 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 
| 7,rapbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-7. rapbn. 

start 

Go Back to previous pa 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:30:30 ; Search time 3.57 616 Seconds 

(without alignments) 
48.509 Million cell updates/sec 



Title: US-10-001-938-7 
Perfect score: 81 



Sequence : 



1 YCEVPINFAMAALGG 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa 



/US 0 9_NEW_PUB . pep : * 
/US 0 6_NEW_PUB . pep : * 
/US07_NEW_PUB . pep : 
/US 0 8_NEW_PUB . pep : 
/PCT__NEW_PUB . pep : * 
/US 1 0_NEW_PUB . p ep : 
/US 1 1_NEW_PUB . pep : 
/US 60_NEW_PUB . pep : 



★ 
★ 

★ 
* 
★ 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 



Query 



http://es/ScoreAccessWeb/Ge^ 6/22/06 



SCORE Search Results Details for Application 10001938 and Search Result us- 10-00 1-9... Page 2 of 47 



NO . 


Score 


Match 


X A ST 

Lengcn 




T Pi 










Description 


1 


o 1 


100 


.0 


1 c. 

1 0 




TTC — 


i n _ 
-L u 


h y u — 


CkA Q 

y 4 y 


O 


Sequence 


8, Appli 


ft 

Z 


c c 

5 D 


69 


.1 


i c. 

15 


0 


U b 


iu — 


a q n 
4 y u — 


Q A Q 

y 4 y 


— Q 


Sequence 


9, Appli 


3 


A ft 

4 3 


53 


.1 


ft O ft. 

38 y 


ft 

/ 


T TO 

us- 


11- 


i ft ft 
122- 


y 8 o 


IOC 

-185 


Sequence 


185, App 


4 


A ft 

43 


53 


.1 


ft O ft 

38 9 


ft 

7 


us- 


11- 


1 ft ft 
122- 


o o c 

98 6 


i o ft 
-18 / 


Sequence 


187, App 


5 


ft ft 
3 9 


48 


.1 


17 / 


6 


T TO 

us- 


1 ft 

10- 


O C ft 

953- 


ft A O 

34 9 


A A A ft A 

-40U /4 


Sequence 


40074, A 


6 


ft ft 
3 9 


48 


.1 


i a c o 

1058 


ft 


T TO 

us- 


11- 


ft C 1 

251- 


C ft ft 

6/3 


ft 

-3 


Sequence 


3, Appli 


ft 

7 


ft ft 
3 9 


48 


.1 


1058 


ft 


T TO 

us— 


11- 


ft ft o 

328- 


ft A ft 

74 / 


ft 
-2 


Sequence 


2, Appli 


Q 
O 


ft o 

38 


46 


.9 


ft /i 
2 04 


b 


TTO 

us— 


1U- 


y 53- 


34 y 


-3i yz 5 


Sequence 


31925, A 




ft o 

38 


46 


.9 


2 y y 


b 


TTO 

us— 


1U- 


Q C ft 

y 53- 


34 y 


ft 1 ft ft yi 

-31 yz4 


Sequence 


31924, A 


1 U 


3o 


46 


.9 


341 


b 


TTO 
US 


1U — 


Q ^ *5 


"3 Q 

j4 y 


ft 1 Qft ft 

-oi yz j 


Sequence 


31923, A 


i i 


6 b 


44 


.4 


OO / 


b 


TTC — 

us— 


± u — 


y oo— 


"3 /I Q 

oh y 


- o 4 bU / 


Sequence 


34607, A 


1 o 

l z 


o b 


44 


.4 




b 


TTC 

us— 


_L u — 


Q ^ Q 

y jj- 


o4 y 


-o4 bUb 


Sequence 


34606, A 


1 3 


o c 
3 5 


43 


.2 


ft n 
2 U 


ft 

1 


TTC 

us— 


11- 


3U1- 


554 


1 ft ft ft 

-lo3 / 


Sequence 


1837, Ap 


1 4 


o c 

35 


43 


.2 


ft n 
ZU 


ft 
1 


TTO 

us— 


11- 


3U1- 


CCA 

55 4 


1 ft ft ft 

-lo 3o 


Sequence 


1838, Ap 


1 O 


ft c 
35 


43 


.2 


ft n n 
ZUU 


ft 

1 


TTC 

us— 


11 — 


3U1- 


C C A 

55 4 


-3Z 4 


Sequence 


324, App 


1 D 


ft c 
35 


43 


.2 


ZUU 


ft 

1 


TTC 

us— 


11- 


3U1- 


C C /I 

554 


TOO 

- / o y 


Sequence 


789, App 


T ft 

17 


ft c 

35 


43 


.2 


ft ft ft 

207 


ft 

7 


TTO 

us- 


11- 


ft A 1 

301- 


C C /I 

554 


1 tZ (Z"~> 

-1667 


Sequence 


1667, Ap 


1 ft 

18 


35 


43 


.2 


ft ft ft 
207 


7 


US- 


11- 


ft 0 1 
301- 


r r /i 

554 


i ft i ft 
-1913 


Sequence 


1913, Ap 


19 


ft c 

35 


43 


.2 


A f ft 

4 68 


6 


US- 


1 ft 

10- 


ft C ft 

953- 


ft /i A 
34 9 


1 ft C ft o 

-13528 


Sequence 


13528, A 


20 


ft c 

35 


43 


.2 


516 


6 


TTO 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /i o 
34 9 


C /"" ft o 

-5638 


Sequence 


5638, Ap 


ft 1 

2 1 


ft c 

35 


43 


.2 


c si ft 

543 


6 


TTO 

us- 


10- 


ft C ft 

953- 


ft A ft 

34 9 


C ft ft 

-5637 


Sequence 


5637, Ap 


o ft 

22 


ft c 

35 


43 


.2 


ceo 

558 


6 


TTO 

us- 


10- 


ft C ft 

953- 


ft /I o 

34 9 


c <r ft /r 

-5636 


Sequence 


5636, Ap 


o ft 

2 3 


ft c 

35 


43 


.2 


C O ft 

58 9 


6 


TTO 

us- 


1 ft 

10- 


O C ft 

953- 


ft A O 

34 9 


I ft C ft ft 

-13527 


Sequence 


13527, A 


ft /I 

2 4 


ft c 

35 


43 


.2 


/-"Oft 

620 


6 


TTO 

us- 


1 ft 

10- 


O C ft 

9 53- 


ft A C\ 

34 9 


1 ft C ft ^ 

-1352 6 


Sequence 


13526, A 


ft c 

2 5 


ft A C 

34.5 


42 


.6 


1 ft c 

12 5 


6 


TTO 

us- 


1 ft 

10- 


O C ft 

9 53- 


ft A O 

34 9 


ft 1 O 1 A 

-31810 


Sequence 


31810, A 


ft /" 

2 6 


ft /i 
34 


42 


.0 


T ft A 

134 


6 


TTO 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /i A 
34 9 


ft C ft ft ^ 

-2532 6 


Sequence 


25326, A 


ft T 

27 


ft A 

34 


42 


.0 


i ft r> 
178 


6 


US- 


1 ft 

10- 


ft C ft 

953- 


ft A ft 

349 


ft ft ft ft i 
-32321 


Sequence 


32321, A 


ft o 

2 8 


ft A 

34 


42 


.0 


18 8 


(Z 

6 


TTO 

us- 


1 ft 

10- 


Q C ft 

953- 


ft yt o 

34 9 


ft ft ft ft A 


Sequence 


32320, A 


ft o 

2 9 


ft ^ 
34 


42 


.0 


ft 1 c 

215 


6 


TTO 

us- 


1 ft 

10- 


Q C ft 

953- 


ft A O 

34 9 


ft ft ft T O 

-32319 


Sequence 


32319, A 


ft a 
30 


ft /i 
34 


42 


.0 


ft c o. 

2 by 


6 


T TO 

us- 


1 ft 

10- 


Q C ft 

953- 


ft A Q 

34 y 


ft C ft £ A 

-353b4 


Sequence 


35364, A 


31 


ft /i 
34 


42 


.0 


ft ft 

276 


6 


TTO 

us- 


1 A 

10- 


ft C ft 

953- 


ft /l ft 

34 9 


ft C ft /l ft 

-35363 


Sequence 


35363, A 


ft ft 

32 


ft /i 
34 


42 


.0 


ft ft ft 
27 9 


6 


TTO 

us- 


1 A 

10- 


ft C ft 

953- 


ft yi o 

34 9 


ft C ft ft 

-35362 


Sequence 


35362, A 


"5 ft 

33 


ft A 

34 


42 


.0 


^ C A 

654 


ft 


TTO 

us- 


11- 


1 ft T 

121- 


1 C A 

154 


T O 1 

-191 


Sequence 


191, App 


ft /l 

34 


ft /i 
34 


42 


.0 


^ ft ft 

6 / / 


ft 


TTO 

us- 


11- 


ft O ft 

2 93- 


/"Aft 

69 / 


A C ft T 

-4521 


Sequence 


4521, Ap 


ft c 
35 


ft ft 
33 


40 


.7 


1 si 

14 


ft 


TTO 

us- 


11- 


i ft ft 
122- 


n o <r 

98 6 


1 O 1 

-191 


Sequence 


191, App 


ft ^ 
3 6 


ft ft 
33 


40 


.7 


ft ft c 

236 


6 


TTO 

us- 


1 A 

10- 


Q C ft 

953- 


ft /I o 

34 9 


ft O A A 

-2804 


Sequence 


2804, Ap 


*3 ft 

3 / 


ft ft 
33 


40 


.7 


ft /i i 
2 41 


b 


TTO 

us- 


iu- 


O. C ft 

y 53- 


n /i q 

34 y 


O O 1 O 1 

-Z 31o 1 


Sequence 


23181, A 


ft O 

38 


ft ft 
33 


40 


.7 


ft A ft 

24 / 


6 


TTO 

us- 


1 A 

10- 


O C ft 

953- 


ft A O 

34 9 


ft ft 1 O A 

-23180 


Sequence 


23180, A 


ft O 

3 9 


ft ft 
33 


40 


.7 


ft ft ft 
33 / 


6 


TTO 

us- 


1 A 

10- 


O C ft 

953- 


ft /l o 

349 


1 ft 1 C ft 

-1315 / 


Sequence 


13157, A 


40 


ft ft 
33 


40 


.7 


ft ft ft 
387 


6 


us- 


1 ft 

10- 


ft C ft 

953- 


ft /i o 
349 


1 ft 1 C f 

-13156 


Sequence 


13156, A 


A "1 

4 1 


ft ft 
33 


40 


.7 


ft ft /- 
396 


ft 

7 


us- 


11- 


ft 0 ft 
293- 


/*■ ft ft 
697 


A ft ft /"" 

-4386 


Sequence 


4386, Ap 


A ft 

4 2 


ft ft 
33 


40 


.7 


A ft ft 

423 


6 


TTO 

us- 


1 A 

10- 


O C ft 

953- 


ft /I o 

349 


ft O A ft 

-2803 


Sequence 


2803, Ap 


/i ft 

4 3 


ft ft 
33 


40 


.7 


si ft C 

425 


6 


TTO 

us- 


1 A 

10- 


O C ft 

953- 


ft /I o 

34 9 


1 C C C ft 

-15552 


Sequence 


15552, A 


4 4 


ft ft 
33 


40 


.7 


/i ft ft 
42 9 


6 


TTO 

US- 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
8.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence: 



June 2, 2006, 19:12:07 / Search time 12.7 Seconds 

(without alignments) 
103.383 Million cell updates/sec 

US-10-001-938-8 
74 

1 PINFAMAALGGEIEV 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 



650591 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



Issued_Patents__AA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_C0MB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 

6 : /EMC_Celerra_SIDS3 /ptodata/2/iaa/RE_COMB . pep : * 

7 : /EMC_Celerra_SIDS3 /ptodata/2/iaa/backf ilesl . pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 

2 



74 
74 



100.0 
100.0 



399 2 US-09-553-498-2 
399 2 US-09-618-869-2 



Sequence 2, Appli 
Sequence 2, Appli 
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OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:45:16 ; Search time 63.4 Seconds 

(without alignments) 
109.593 Million cell updates/sec 

US-10-001-938-8 
74 

1 PINFAMAALGGEIEV 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main: * 

1 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_CelerraJ3IDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_CelerrajSIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB . pep : * 

6: /EMC_CelerraJSIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 

2 
3 



74 100.0 
74 100.0 
74 100.0 



15 4 US-10-001-938-8 
161 5 US-10-450-763-55085 
340 3 US-09-764-868-1153 



Sequence 8, Appli 
Sequence 55085, A 
Sequence 1153, Ap 
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58 
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/ 3 3 U , Ap 


T ft 
1 / 


5b 


/ 5 


. / 


ft 0 ft 
3o0 


yl 

4 


TTO 

us- 


1 ft 

10- 


ft ^ ft 
369- 


A ft ft 

4 93- 


yl C 9 ft 
40 16 


Sequence 


yi C ft ft 7\ n 

4 5/3, Ap 


1 O 


bo 


ft yl 

/ 4 


. 3 


o 0 ft 
3oz 


yl 


TTO 

us- 


1 ft 

10- 


ft C ft 

369- 


A ft ft 

4 93- 


once 
oUbo 
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Score Home 
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SCORE 
FAQ 



Comments / 
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This page gives you Search Results detail for the Application 10001938 and Search Result us-10- 
001-938-8. rapbn. 

start 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 2, 2006, 19:44:08 



Search time 3.1 Seconds 
(without alignments) 
55.960 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-001-938-8 
74 

1 PINFAMAALGGEIEV 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched : 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published Applications AA_New:* 



1 
2 
3 
4 
5 
6 
7 
8 



/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra 
/EMC_Celerra^ 
/EMC_Celerra^ 
/EMC Celerra 



SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 
SIDS3/ptodata/2/pubpa 



a/US09_NEW_PUB . pep : * 
a/US06_NEW_PUB . pep : * 
a/US07_NEW_PUB . pep : * 
a /US 0 8_NEW_PUB . pep : * 
a/PCT_NEW_PUB . pep : * 
a/US10_NEW_PUB.pep: * 
a /US 1 1_NEW_PUB .pep:* 
a /US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 
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ft C ft 

953- 


ft /l Q 

34 9- 


- /5o9 


Sequence 


7589, Ap 


Iz 


JO 


47 
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.9 
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o ft 
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.9 
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Sequence 


4386, Ap 


ft "5 

23 


ft /i 
34 


45 


.9 


677 


7 


US- 


11- 


ft ft o 

2 93- 


69 / 


-4521 


Sequence 


4521, Ap 


ft /I 

24 


ft A 

34 


45 


.9 


1049 


7 


fffl 

us- 


7 7 

11- 


ft C T 

251- 


ft /I ft 

340 


ft ft 
-23 


Sequence 


23, Appl 


ft c 

25 


ft /i 
34 


45 


.9 


1058 


7 


f I n 

US- 


11- 


ft C 1 

251- 


^ i ft 
673 


ft 
-3 


Sequence 


3, Appli 


26 


34 


45 


.9 


1058 


7 


us- 


11- 


ft ft ft 
328- 


747 


n 

-2 


Sequence 


2, Appli 


27 


33 


44 


.6 


193 


7 


us- 


11- 


ft, /"\ •! 

301- 


951 


ft, 

-2 


Sequence 


2, Appli 


28 


ft ft 
33 


44 


.6 


193 


7 


Y T fl 

us- 


"1 1 

11- 


ft ft i 
301- 


ft rr i 

951 


-4 


Sequence 


4, Appli 


29 


ft ft 
33 


44 


.6 


193 


7 


US- 


11- 


ft ft *i 
301- 


ft rr i 

951 


-6 


Sequence 


6, Appli 


ft /*» 
30 


ft ft 
33 


44 


.6 


193 


7 


US- 


11- 


ft ft i 
301- 


ft C T 

951 


-8 


Sequence 


8, Appli 


31 


ft ft 
33 


44 


.6 


217 


6 


T T ft 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /i ft 
349 


1 ft C ft c 

-18535 


Sequence 


18535, A 


ft ft 

32 


ft ft 
33 


44 


.6 


283 


6 


T T ft 

US- 


1 n 

10- 


ft C ft 

953- 


ft yi ft 

349 


1 O C ft /l 

-18534 


Sequence 


18534, A 


ft ft 

33 


ft ft 
33 


44 


.6 


307 


6 


ffn 

US- 


1 ft 

10- 


ft C ft 

953- 


ft ^ ft 
349 


1 O C ft ft 

-18533 


Sequence 


18533, A 


ft yi 

34 


ft ft 
33 


44 


.6 


335 


6 


T TC 

us- 


10- 


o c o 
953- 




-loo / 4 


Sequence 


13374, A 


35 


ft ft 
33 


44 


.6 


339 


6 


fin 

US- 


1 ft 

10- 


ft C ft 

953- 


ft /i ft 

349 


1 ft ft "7 ft 

-13373 


Sequence 


13373, A 


ft /- 

36 


ft ft 
33 


44 


.6 


348 


6 


US- 


1 ft 

10- 


ft C ft 

953- 


■o /i ft 
349 


1 ft ft "7 ft 

-13372 


Sequence 


13372, A 


ft ft 

37 


ft ft 
33 


44 


.6 


425 


6 


tfn 
US- 


1 ft 

10- 


ft C ft 

953- 


ft /i ft 
349 


1 C C C ft 

-15552 


Sequence 


15552, A 


38 


ft ft 
33 


44 


.6 


544 


6 


US- 


1 ft 

10- 


ft C ft 

953- 


ft A ft 

349 


ft ft A ft 

-28426 


Sequence 


28426, A 


ft ft 

39 


ft ft 
33 


44 


.6 


788 


7 


US- 


11- 


i ft i 
121- 


154 


>l *7 

-47 


Sequence 


47, Appl 


40 


ft <-\ 

33 


44 


.6 


1912 


6 


T Y 

US- 


10- 


511- 


ft ft ™j 
937 


-2561 


Sequence 


2561, Ap 


A 1 

41 


ft ft f— 
32 . 5 


43 


.9 


654 


7 


t 1 ft 

US- 


11- 


T ft 1 

121- 


t C A 

154 


i ft t 
-191 


Sequence 


191, App 


/i ft 
42 


ft ft 
32 


43 


.2 


122 


6 


us- 


"1 ft 

10- 


ft C ft 

953- 


ft /i ft 
349 


C A C ft 

-54 58 


Sequence 


5458, Ap 


43 


ft ft 
32 


43 


.2 


161 


6 


T T ft 

us- 


"I ft 

10- 


ft C ft 

953- 


ft A ft 

349 


ft t yi /i 

-33744 


Sequence 


33744, A 


A A 

44 


ft ft 
32 


43 


.2 


174 


6 


T T ft. 

us- 


1 ft 

10- 


ft C ft 

953- 


ft /i ft 
34 9 


r /i r t 

-54 57 


Sequence 


5457, Ap 


45 


ft ft 
32 


43 


.2 


174 


6 


us- 


1 ft 

10- 


ft C ft 

953- 


ft A ft 

349 


ft ft ft ft yt 

-39794 


Sequence 


39794, A 


A C 

4 6 


32 


43 


.2 


278 


6 


Tin 

us- 


1 ft 

10- 


ft c o 

953- 


ft A 0. 

34 9 


o ft yi c /r 

-30456 


Sequence 


30456, A 


A "7 

4 7 


ft ft 
32 


43 


.2 


302 


7 


us- 


1 7 

11- 


ft ft ft 
2 93- 


^ ft. "7 

69 / 


-2615 


Sequence 


2615, Ap 


/i ft 
48 


ft ft 
32 


43 


.2 


350 


6 


us- 


10- 


C ft ft 

522- 


ft A ft 

043 


-8 


Sequence 


8, Appli 


4 9 


ft ft 
32 


43 


.2 


8 62 


6 


T T n 

us- 


1 ft 

10- 


■i ft ft 
•199- 


ft ft r* 
229 


"I A 

-14 


Sequence 


14, Appl 


50 


ft ft 
32 


43 


.2 


875 


6 


us- 


"1 ft 

10- 


I ft ft 
199- 


ft ft ft 
229 


i ft 
-10 


Sequence 


10, Appl 


51 


ft ft 

32 


43 


.2 


951 


6 


T T ft 

us- 


1 ft 

10- 


T ft ft 

199- 


ft ft ft 
■229 


-9 


Sequence 


9, Appli 


r- n 

52 


ft ft 
32 


43 


.2 


951 


6 


T T ft 

us- 


1 ft 

10- 


i ft r» 
•199- 


ft ft ft 
■229 


i ft 
-13 


Sequence 


13, Appl 


53 


32 


43 


.2 


3113 


6 


Y T ft. 

us- 


1 ft 

10- 


rnr 

•505- 


ft ft ft 
•928 


ft ft rr 

-325 


Sequence 


325, App 


54 


ft 1 p" 
31 . 5 


42 


.6 


109 


7 


Y Y ft] 

us- 


•11- 


ft ft ft 
293- 


/• ft ft 
•697 


ft *7 ft /" 
-2786 


Sequence 


2786, Ap 


55 


31 


41 


.9 


172 


6 


us- 


10- 


953- 


•349 


-37272 


Sequence 


37272, A 


56 


31 


41 


.9 


178 


6 


us- 


10- 


•953- 


•349 


-29145 


Sequence 


29145, A 


57 


31 


41 


.9 


182 


6 


us- 


10- 


•953- 


•349 


-1326 


Sequence 


1326, Ap 


58 


31 


41 


.9 


189 


6 


us- 


10- 


•953- 


•349 


-25147 


Sequence 


25147, A 


59 


31 


41 


.9 


206 


6 


us- 


10- 


•953- 


•349 


-1325 


Sequence 


1325, Ap 
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SCORE Search Results Details for Applicatior 
10001938 and Search Result us-10-001-938-9. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
9.rai. 

start 

Go Back to pre' 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:37:25 ; Search time 14.6053 Seconds 

(without alignments) 
89.896 Million cell updates/sec 

US-10-001-938-9 
73 

1 ASYYEILDVPRSASA 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database : 



Issued_Patents__AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata 12 /iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB.pep: * 
/ptodata 12 /iaa/7_COMB . pep : * 
/ptodata/2/iaa/H_COMB . pep : * 
/ptodata/2/iaa/PCTUS_COMB.pep: 
/ptodata/2/iaa/RE_COMB.pep: * 
/ptodata /2/iaa/backf ilesl .pep : 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB 



ID 



Description 



1 

2 



73 100.0 
73 100.0 



277 1 US-08-868-288A-7 
277 2 US-09-235-373-7 



Sequence 7, Appli 
Sequence 7, Appli 
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ft 
O 


73 


-i ft ft 
100 


ft 
. 0 


ft T ft 


2 


T TO 

us- 


uy- 


O Q Q 
OOO 


Q Q 0 "7 

- y yo— / 


sequence 


/, Appil 


A 

H 


73 


1 ft ft 

100 


ft 
. 0 


oil 


2 


US- 


A Q 

uy- 


cm 
oUl 


"71/1 "7 


sequence 


/, Appil 


c 
O 


*7 O 

/ 3 


i aa 
1U0 


ft 

. u 


/ 


2 


T TO 


A Q 

uy— 


Q A Q 

y h y 


ni c_i i °£o 


sequence 


lift CO 7\ 

112 b2 / A 


D 


O O 

/ 3 


i aa 
1UU 


ft 

. u 


3ol 


i 
1 


T TO 

US- 


AQ 


o bo 


— Z o OA b 


sequence 


b, AppiX 


/ 


T ft 

73 


100 


ft 

. 0 


3ol 


ft 
2 


T TO 

us- 


A O 

(j y - 


O O C 

2 3o 


O *7 O £ 

-o / j — b 


sequence 


Of Appil 


8 


"7 ft 

73 


1 ft ft 

100 


. 0 


ft C 1 

351 


ft 
2 


tin 

us- 


A ft 

09- 


ft o o 

3oo 


Q Q O £T 

- y y o - b 


Sequence 


6, Appli 


ft 

y 


O O 

73 


1 A A 

1UU 


ft 

. 0 


3ol 


2 


T TO 

us- 


A Q 

uy- 


C A 1 

oUl 


"7 1/1 C 

- / 1ft — b 


sequence 


6, Appli 


1 ft 

10 


c ft 

52 


ft -1 

71 


. 2 


ft f 
96 


2 


Tin 

US- 


A ft 

09- 


/T ft 1 

621 


A O /T /I A /I C 
-y / b-flUfiO 


Sequence 


A ft yi C 7\ vs. 

404 5, Ap 


11 


52 


71 


. 2 


ft ft ft 
223 


2 


T TO 

us- 


A ft 

09- 


658 


C A A A 

-644-4 


Sequence 


4, Appli 


12 


C ft 

52 


ft 1 

71 


. 2 


ft ft ft 
223 


2 


us- 


ft ft 
09- 


ft A ft 

949 


ftl /■ /T ft ft ft 

-016-6832 


Sequence 


t? ft ft ft 7\ 

6832, Ap 


13 


52 


71 


. 2 


ft /•* ft 
267 


2 


US- 


ft 

09- 


ft A ft 

949 


A1/JT IT/lftO 

-016-114 97 


Sequence 


11/1 A") T\ 

11497, A 


1 4 


51 


69 


. 9 


/lift 
419 


1 


T T ft 

US- 


A ft 

08- 


/"Of 

68 6 


A 1 O O 

-41 / - 3 


Sequence 


3, Appil 


1 C 

1 o 


/l o 

4 8 


c c 
DO 


o 
. o 


2o b 


2 


T TO 

us- 


A O. 

U9- 


O A O 

24 o 


- / y bA— i b y y z 


Sequence 


1 /- ft ft ft 7\ 

i by y2 , a 


1 b 


/I Q 

4 o 


a c 
bo 


o 

. 0 


3o / 


2 


T TO 

us- 


A Q 


Q A Q 

y uo 


Q Q on 11 

- y yzo— n 


sequence 


1 1 , App± 


1 "7 
1 / 


/I Q 
4 O 


OJ 


ft 

. o 


A 1 A 

414 


2 


T TO 

us- 


a a 

uy- 


O A O 

y Uo 


q Q o ta i A 

- y yzb— lu 


s equence 


1 ft T\ _ ~ 1 

1 U , App J. 


1 O 


A O 

4 o 


C 

bo 


ft 

. o 


/ICO 

4 Oz 


2 


T TO 

us- 


A Q 

uy- 


Q A Q 

y uo 


QQOD 0 Q 

- y y 2b— z y 


s equence 


O O 7\ nv\ 1 

z y , Appi 


i y 


A Q 

4 o 


a c 
bo 


ft 

. o 


/ICO 

4 03 


2 


T TO 

us- 


A Q 

uy- 


Q A O 

y uo 


QQOn ft 

- y y 2d— y 


sequence 


ft T\ 1 -l 

y, App±i 


o a 
2 0 


A O 

4 o 


c c 
bo 


ft 

. o 


/ICO 

4 53 


2 


T TO 

us- 


a n 

u y- 


O A O 

yuo 


ft ft ft D ft A 

- y yzb— ou 


sequence 


OA 7V 1 

30, Appl 


ft 1 

2 1 


/i o 

48 


bo 


ft 

. 8 


4 / y 


ft 
2 


T TO 

us- 


A ft 

09- 


a ft o 
y Uo 


QQOn ft ft 

- y y2B-2o 


Sequence 


2 8 , Appl 


ft ft 

22 


A ft 

48 


65 


. 8 


A ft ft 

480 


2 


US- 


r\ ft 
09- 


ft ft o 

908 


ft n ft ft o 

-992B-8 


Sequence 


8, Appil 


ft ft 

2 3 


A O 

48 


65 


. 8 


A 0 ft 

480 


ft 
2 


T TO 

US- 


A ft 

09- 


ft A ft 

908 


ft Q ft T3 1ft 

- 9 92B-12 


Sequence 


1 ft 7\ v-m 1 

12, Appl 


ft /I 

24 


4 6 


63 


. 0 


ft C ft 

358 


1 


US- 


A ft 

08- 


ft /■* ft 
8 68 


ft O, O T\ 1 

-288A-1 


Sequence 


1, Appli 


ft c 

2 5 


4 6 


63 


. 0 


ft C ft 

358 


2 


T TO 

US- 


A ft 

09- 


ft ft c 

235 


ft O ft 1 

-373-1 


Sequence 


1, Appil 


2 6 


4 6 


tz ft 

63 


. 0 


ft c o 

358 


2 


T T O 

US- 


A ft 

09- 


ft o o 

388 


n ft ft i 
-993-1 


Sequence 


1, Appli 


ft T 

2 / 


A C 

4 6 


63 


ft 

. 0 


ft c o 

3o8 


ft 
2 


T T O 

US- 


A ft 

09- 


Q Q 1 

yy i 


1 O 1 1 A O 

-lol-14o 


Sequence 


1 4 o , App 


ft o 

2 8 


4 6 


63 


. 0 


ft c o 

358 


2 


T TO 

US- 


A ft 

09- 


C ft 1 

501 


O 1 /I 1 

-714-1 


Sequence 


1, Appli 


ft ft 

2 9 


4 6 


63 


. 0 


ft C ft 

358 


2 


Tin 

US- 


ft ft 
09- 


ft ft a 
990 


/i /i /i 1 /i o 
-444-148 


Sequence 


14 8, App 


ft ft 

30 


4 6 


63 


. 0 


ft c o 

358 


ft 
2 


Jtn 

US- 


A ft 

09- 


ft m 

997 


ft o o i /i o 
-333-148 


Sequence 


1 /I O TV -i_n_ in- 

14 8, App 


ft 1 

31 


a r 

4 6 


63 


. 0 


ft C ft 

358 


2 


US- 


ft ft 
09- 


ft ft ft 
992 


C ft ft 1 /I ft 

-598-148 


Sequence 


^ n T\ ■ n ■ n 

14 8, App 


32 


A C 

4 6 


63 


ft 

. 0 


ft c o 

3oo 


ft 
2 


T TO 

us- 


A Q 

oy- 


no n 

y o y 


O O C 1 /I o 

- / 3o-14o 


Sequence 


*1 A O TV « 

1 4 o , App 


ft ft 

33 


/I /"■ 

4 6 


ft 

63 


. 0 


ft c o 

358 


3 


T T O 

US- 


A ft 

09- 


ft o ft 

989 


"-1 /-) /■"• 1 /I ft 

-726-148 


Sequence 


*1 AC} "TV IT, V*. 

14 8, App 


34 


/i /*■ 

4 6 


63 


. 0 


ft C ft 

358 


3 


US- 


ft <*> 
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ft ft ft 
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r 1 /; 1 /I ft 

-514-148 


Sequence 


T /I ft "n 
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ft r~ 

35 


4 6 


63 


. 0 


ft r ft 

358 


3 
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ft ft 
09- 


ft ft ft 
989 


ft ft ft i /i ft 
-728-148 


Sequence 


148, App 


36 


4 6 


63 


. 0 


ft c ft 
358 


3 
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ft ft 
09- 


ft ft ft 
997 
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-349-148 


Sequence 


148, App 


ft "1 

37 


A r 

4 6 


63 


. 0 


ft C ft 
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3 
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ft ft 
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997 


/** C ft 1 /I ft 

-653-148 


Sequence 


148, App 


ft o 

38 


4 6 


63 


. 0 


ft C ft 

358 


3 


US- 


A ft 

09- 


ft o ft 
98 9 


ft ft ft TV 1 /I ft 

-2 93A-148 


Sequence 


148, App 


O Q 

3 y 


4 4 


bO 


ft 

. 3 


Oil 
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2 


T TO 
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A O. 

uy- 


O A O 

2 4 o 


- / y bA- 1 b y o o 


Sequence 


1 by oo , A 


a a 

4 0 


/I ft 

4 3 


58 


. 9 


147 


2 


US- 


A ft 

09- 


C 1 ft 

513 


ftftft/^ /TftftC 

-999C-6925 


Sequence 


C ft O C t\ „ 

o 9 2 o , Ap 


/l 1 

4 1 


A ft 

42 


57 


. 5 


1 ft o 

138 


2 


T TO 

US- 


A ft 

09- 


ft A ft 
902 


C/lft 1ft<TOft 

-540-1368 9 


Sequence 


1 O C O O 7\ 

13ooy, A 


/I ft 

42 


42 


57 


. 5 


ft ft 
27 6 


2 
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ft ft 
09- 


ft ft ft 
270 


ft/-ft /lftft/-/! 

-7 67-43364 


Sequence 


A ft ft /T A TV 

4 33 64, A 


43 


/I ft 

42 


57 


. 5 


ft r» i 
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2 


US- 


<~» ft 
09- 


ft ft ft 
902 


C/tft 1111ft 

-540-11110 


Sequence 


1 1 1 1 A t\ 

11110, A 


4 4 


A 1 

4 1 


56 


. 2 


ft C A 

254 


2 


US- 


A ft 

09- 


ft C ft 

859 


A ft ft ft 
-822-2 


Sequence 


ft Ti 1 -i 

2, Appil 


/i c 

45 


4 1 


56 


. 2 


ft ft ft 
373 


2 


US- 


ft ft 
09- 


"i i ft 
710 


-279-8 90 


Sequence 


8 90, App 


4 6 


41 


56 


. 2 


ft ft c 

385 


2 


US- 


ft ft 
09- 


i ft it 
134 


ftft*!/^ ft/^ftft 

-001C-3688 


Sequence 


3 688, Ap 


47 


A 1 

41 


56 


. 2 


CIA 

514 


2 


US- 


ft ft 
09- 


ft r ft 
252 


-991A-18326 


Sequence 


1 ft ft ft /" TV 

18326, A 


48 


40 


C A 

54 


. 8 


ft r - 

95 


2 


US- 


ft ft 
09- 


ft A ft 

248 


-796A-19797 


Sequence 


1 ft ft ft ft TV 

19797, A 


/I ft 

4 9 


/■ ft 
40 


C A 

54 


. 8 


1 A C 
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ft ft 
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A ft ft 

427 


ft ft r\ ft 

-700-9 


Sequence 


9, Appil 


C ft 

50 


A ft 

40 


C A 

54 


ft 
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1 A f 

14 6 


1 
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A ft 
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ft /" 1 ft 
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51 


40 


C A 

54 
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14 6 
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A ft 
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C ft /*" ft 

-526-2 


Sequence 


ft TV 1 
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c ft 
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A ft 
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. 8 


ft ft ft 
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T TO 
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Sequence 
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. 8 


ft ft ft 
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T T O 
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ft ft 
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ft /■"■ ft 
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ft ft ft i\ ft 
-288A-3 
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O TV 1 > 

3, Appli 


c /I 
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A ft 
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. 8 


ft O A 
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ft 
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A ft 
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ft ft c 
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ft "7 ft ft 

-373-3 


Sequence 
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Sequence 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

9.rapbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-9. rapbm. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 



June 2, 2006, 19:58:51 ; Search time 63.3553 Seconds 

(without alignments) 
109.671 Million cell updates/sec 

US-10-001-938-9 
73 

1 ASYYEILDVPRSASA 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



2097797 



Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5: /EMC_CelerraJSIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB 



ID 



Description 
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SCORE Search Results Details for Application 
10001938 and Search Result us-10-001-938- 

9 ■ r a p b n . 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10001938 and Search Result us-10-0( 
938-9. rapbn. 

start 

Go Back to previous 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title : 

Perfect score: 
Sequence : 



June 2, 2006, 19:45:07 ; Search time 3.55263 Seconds 

(without alignments) 
48.831 Million cell updates/sec 

US-10-001-938-9 
73 

1 ASYYEILDVPRSASA 15 



Scoring table : BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



58871 seqs, 11565156 residues 



Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



58871 



Database : 



Published_Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpa 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpa 



a /US 0 9_NEW_PUB .pep:* 
a /US 0 6_NEW_PUB . pep : * 
a /US 07_NEW_PUB . pep : * 
a /US 0 8_NEW_PUB . pep : * 
a/ PCT_NEW_PUB . pep : * 
a/US10_NEW_PUB.pep:* 
a /US 1 1__NEW_PUB . pep : * 
a/US 60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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% 
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ofi y- 


1 Q A C yl 

loUbfl 


Sequence 


18064, A 


9 9 


9 £ 
0 b 


49. 


3 


234 


6 


TTO 

Uo- 


XU- 


yo 0- 


ofi y- 


1 O 9 O "3 

lozoo 


Sequence 


18283, A 


9 9 
Z O 


9 £ 
0 b 


49. 


3 


259 


6 


TTQ 

Uo 


1 n 

xu— 


y o 0 — 


9 /l Q 

ofi y — 


1 Q A C 9 

loUbo 


Sequence 


18063, A 


Z T 


9 £ 

J b 


49. 


3 


259 


6 


TTQ — 

Uo 


i n _ 
x u 


Q ^ 9 — 

y d 0 


9 A Q, 

ofi y 


1 Q 9 Q 9 

I0Z0Z 


Sequence 


18282, A 


Z 0 


9 £ 


49. 


3 


397 


7 


TTC — 

Uo 


ii — 

XX 


9 Q 9 — 

z y 0 


by / — 


9 R 9 7 
000/ 


Sequence 


3837, Ap 


9 £ 
Z O 


9 £ 

j b 


49. 


3 


426 


7 


TTQ — 

Uo - 


ii — 

XX 


9 Q 9 — 

z y 0 — 


by / — 


A 9 ^ 1 
fl /Dl 


Sequence 


4751, Ap 


9 "7 
Z / 


9 ^ 
0 0 


47. 


9 


339 


6 


TTQ 

Uo 


1 n 
xu— 


y oo — 


9 /l Q 

ofi y — 


19/199 

xz fizz 


Sequence 


12422, A 


9 Q 
Z 0 


9 r 

0 D 


47. 


9 


379 


6 


TTO 

Uo — 


1 n 
XU — 


y do— 


ofi y- 


1 1 £/| C 

XXbfl D 


Sequence 


11645, A 


9 Q 

Z i7 


9 C 
0 D 


47. 


9 


380 


6 


TTO 

Uo — 


1 n 
xu- 


y 00 — 


9 /l Q 

ofi y- 


9 1 9 Q 
/ X / D 


Sequence 


7175, Ap 


9 n 


9 c 


47. 


9 


380 


7 


TTO 

Uo — 


1 1 
XX — 


9 ^ 9 
z oz — 


Uo U- 


1 A 

XU 


Sequence 


10, Appl 


O X 


9 c 


47. 


9 


389 


7 


TTO 

Uo- 


XX- 


19 9 

Izz- 


y 0 b- 


IOC 

loD 


Sequence 


185, App 


"3 9 
OZ 


9 r 

O 0 


47. 


9 


389 


7 


us- 


1 1 

11- 


lzz- 


y 0 d- 


1 O 9 

loV 


Sequence 


187, App 


9 9 


9 c 
0 D 


47. 


9 


391 


6 


T TO 

Uo~ 


iu- 


y do- 


9 /l Q 

ofi y- 


/l /fl 


Sequence 


7174, Ap 


"3 A 
0 H 


9 £ 
0 D 


47. 


9 


442 


6 


T TO 

us- 


iu- 


Q C *3 

y oj- 


O /I Q 

ofi y- 


TITO 

/l /o 


Sequence 


7173, Ap 


JO 


0 r 


47. 


9 


458 


7 


US- 


11- 


O A O 

z 9o- 


C O "7 

b9 /- 


0 ^ yl ^ 

oof] b 


Sequence 


3646, Ap 


9 £ 

0 b 


9 Q 
O D 


47. 


9 


504 


6 


us— 


1U — 


oll- 


Q 9 9 

yj / — 


O C yl 9 
ZD4 / 


Sequence 


2547, Ap 


9 9 
0 1 


9 A 
O fl 


46. 


6 


153 


6 


TTC 
US- 


1U- 


Q C 9 

y OO- 


9 A Q 

ofi y- 


obbof] 


Sequence 


36584, A 


9 Q 
JO 


9 /l 
O fl 


46. 


6 


167 


6 


TTC 

us— 


1U- 


y Do- 


9 A Q 

ofi y- 


OfllDO 


Sequence 


34156, A 


9 Q 

0 y 


9 /I 
O fl 


46. 


6 


167 


6 


TTO 

Uo — 


1 U — 


ftC'3 

y 0 0 — 


9 A Q 

ofi y— 


9 Q A Q A 

0 y uy u 


Sequence 


39090, A 


a a 


of] 


46. 


6 


179 


6 


TTC 

US- 


1U- 


a c 0 

y 00- 


O /I A 

ofi y- 


0 c c. 0 0 


Sequence 


36583, A 


A 1 


of] 


46. 


6 


233 


6 


TTC 

US- 


1 A 

1U- 


0 c o 
953- 


O A A 

34 9- 


ft O 7 C 

9315 


Sequence 


9315, Ap 


/! 9 
4 Z 


9 /l 
O fl 


46. 


6 


233 


6 


US- 


1 A 

1 u— 


y o 0— 


9 /I Q 

ofi y- 


1 9 9 /I C 

1ZZ fl b 


Sequence 


12246, A 


fl J 


O A 
OH 


46. 


6 


233 


6 


TTC 

us- 


1 A 

1U- 


0 c 0 
9oo- 


O /I A 

of] 9- 


0 1 ft 0 0 
zl9oz 


Sequence 


21982, A 


/! /I 
fl fl 


9 A 
O fl 


46. 


6 


234 


6 


TTO 

Uo- 


1 A 

1 u- 


y do- 


9 /I A 

ofi y- 


bDoZ 


Sequence 


6532, Ap 


A c; 
41 O 


9 /l 
O fl 


46. 


6 


235 


6 


TTC 
US- 


1 A 

1 u- 


y do- 


0 /I ft 

of] y- 


O A9 O O 
oU / ZO 


Sequence 


30723, A 


a a 
fl b 


9 yl 
O fl 


46. 


6 


237 


6 


TTC 
US- 


1 A 

1U- 


y DJ- 


O A O 

ofi y- 


O ft O Q 1 

0 yy y 1 


Sequence 


39891, A 


/I 9 

fl / 


9 A 
O fl 


46. 


6 


238 


6 


TTC 
US- 


1 A 

1U- 


y do- 


9 /1 Q 

of] 9- 


"3 9 C 

ooD 


Sequence 


335, App 


/l Q 
fl 0 


9 A 
O fl 


46. 


6 


238 


6 


TTC 

Uo- 


1 A 

1U- 


y Do- 


9 /I ft 

of] y- 


bDol 


Sequence 


6531, Ap 


/1 o 
fl y 


9 A 
O fl 


46. 


6 


242 


6 


T TC 

us- 


1 A 

1 u- 


0 c 0 

y Do- 


O A ft 

ofi y- 


0 0 yl 
oof] 


Sequence 


334, App 


D U 


9 /l 
O fl 


46. 


6 


246 


6 


TTQ 

Uo — 


1 A 
X U 


y Do— 


9 /1 Q 
ofi y — 


Q 9 1 -A 

y oifi 


Sequence 


9314, Ap 


O X 


9 Zl 
O fl 


46. 


6 


246 


6 


TTC 

Uo — 


1 A 

xu— 


y Do— 


9 A Q 

ofi y— 


1 9 9 yl t 
1ZZ H D 


Sequence 


12245, A 


Q 9 

DZ 


9 A 
O fl 


46. 


6 


246 


6 


TTO 

us- 


1 A 

iu- 


Q C O 

y Do- 


O yl Q 

of] y- 


0 1 q 0 1 

ziyoi 


Sequence 


21981, A 


R 9 

JO 


9 /I 
O fl 


46. 


6 


248 


6 


TTO 
US- 


1 A 

iu- 


y Do- 


O yl O 

of] y- 


O A9 O O 

oU /zz 


Sequence 


30722, A 


R /l 
0 fl 


9 A 
O fl 


46. 


6 


250 


6 


TIC' 

us- 


1 A 

iu- 


Q C O 

y Do- 


O yl ft 

of] y- 


O Q O ft A 

oyy yu 


Sequence 


39890, A 


55 


34 


46. 


6 


253 


6 


us- 


10- 


953- 


349- 


5910 


Sequence 


5910, Ap 


56 


34 


46. 


6 


255 


6 


us- 


10- 


953- 


349- 


9313 


Sequence 


9313, Ap 


57 


34 


46. 


6 


257 


6 


us- 


10- 


953- 


349- 


12244 


Sequence 


12244, A 


58 


34 


46. 


6 


259 


6 


us- 


10- 


953- 


349- 


21980 


Sequence 


21980, A 


59 


34 


46. 


6 


260 


6 


us- 


10- 


953- 


349- 


39889 


Sequence 


39889, A 
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